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1. Juméapesa /l., P. /lenxosa, H. /loopes, 3. /lenkoea, B. Anaxueea, 3. Ypues

(2011). Xapaxmepucmuka na wiamoege Lactobacillus, uzonupanu om oomawino
npucomeenu maeunu npooykmu. Hayuna xongpepenuyus c mesrcoynapoono
yuacmue “Xpanumenna nayka, mexnuka u mexuonozuu — 2011“ Oxmomepu 14-

15, 2011, IThoeous, YXT, Hayunu mpyooee, 58: 67 - 74. ISSN 1314-3913

PE3IOME

Wzomupanu ca gecer mama ot pox Lactobacillus or Gamkancko momariHo
NPUTOTBEHO KHUCENIO MIIIKO M OuTo cupene. IllamoBeTe ca oxapakTepu3npaHu 4pe3
KOHBEHIIMOHAJIHN (KOJOHHAIHA W MOP(OJIOTHYHA XapaKTEPUCTHKA, OMOXMMUIHI
TECTOBE, PA3MHOKHTEIIHA U KHCETMHOOOpasyBaia CriocoOHOCT) U MOJIEKYJISPHO-
reHetndHu MeTou (ARDRA) 3a ananus.

[ToxOpanu ca TpH Imama, JABa OT KOMTO ca uaeHTH(uuupanu karo Lactobacillus

helveticus u enun kato Lactobacillus curvatus (cBbp3Ba ce ¢ MukpoOHaTa pa3Baia).

ABSTRACT

Ten strains from the genus Lactobacillus were isolated from Balkan homemade cow
yogurt and butterless cheese. The strains were characterized by conventional
(colonial and morphological characteristics, biochemical tests, reproductive ability
and acid-forming ability) and molecular-genetic analytical methods (ARDRA).
Three strains were selected, two of which were identified as Lactobacillus helveticus
and the other one as Lactobacillus curvatus (it is associated with microbial

spoilage).



2. 3. /lenxosa, /lumobapesa /l., B. Anaxueea, P. Jlenxosea (2011). Ilamose
Lactobacillus helveticus ¢ npoouomuunu ceoiicmea. Xpanumenna Hayka,

MmMEeXHUKa u mexHoaocuu, Ynueepcumem no Xxparnumeéejiiny mexHoiocuu —

Ilnoeous, Tom 2°2011, p. 63-67. ISSN 1314 — 3913

PE3IOME

[I{amoBe ot pox Lactobacillus, uzonupanu ot 6ankaHCKO AOMAIIHO KPaBe KUCEIO
MIISIKO, Osixa MICHTH()UIMPAaHU Ype3 METOAWUTE Ha MOJICKYJspHATa TaKCOHOMHUS
kato Lactobacillus helveticus. CrmocobHOoCTTa Ha MmaMoOBeTe [a OLEISIBAT IPH
YCIIOBHS, CUMYJIUPALIH PA3TUYHU OTACIH Ha XPaHOCMIIIATETHUS TPAKT - HUCKO PH
(pH=2) + nencun, HeyrpanHo pH (pH=8) + mankpeaTtuH, KakTO U pa3IUYHU
KOHIIEHTpauuu Ha >x1bpuHu conu (0T 0% 1o 1%) - O6e ompexneneHa ype3 in vitro
TECTOBE.

[IlamoBeTe omensBaT B U3KYCTBEH CTOMAIIICH COK U MPU KOHIEHTPAIHS Ha KIbYHU
conu Haj 0.3%, noaabpprkaliki BUCOKU KOHLIEHTPALIUHU KU3HECITOCOOHU KIIETKU IPU

CKCTPECMHUTEC TCCTOBU YCJIOBHUA.

ABSTRACT

A Lactobacillus strains isolated from Balkan homemade cow yoghurt were
identified by the methods of molecular taxonomy as Lactobacillus helveticus, and
the ability of the strains to survive under the conditions simulating various parts of
the gastrointestinal tract - low pH (pH=2) + pepsin, neutral pH (pH=8) + pancreatin
and various concentrations of bile salts (0% to 1%) - was determined by in vitro
testings.

The strains survive in artificial gastric juice and bile salts concentration above 0.3%,

maintaining high concentrations of viable cells under the extreme test conditions.



3. R. Denkova, Dimbareva D., Z. Denkova (2012). Probiotic properties of
Lactobacillus acidophilus A2 of human origin. International Conference Modern
Technologies in the Food Industry-2012, Chisindau, Moldova: 328-334. ISBN 978-
9975-80-646-6

PE3IOME

Hlambr Lactobacillus acidophilus A2 e c¢ voBemku mnpousxoxa. YcTaHoBeHa €
YCTOMYMBOCTTA Ha HETOBHUTE KJICTKU B MOJICIIHHU YCIIOBHSI HA XpaHOCMHJIAHE - HUCKH
croitnoctn Ha pH (pH = 2) + mencun, pH = 4,5 + nmankpearnd u pH = 7 +
MAHKPEATHH, KAKTO U KbM Pa3IMIHU KOHIICHTPAIIMHU Ha XIBYHHU cojd. Jloka3aHo e,
ye kierkure Ha Lactobacillus acidophilus A2 ca ycroitunBu KbM yCIIOBUSTA Ha
XPaHOCMUJIATSITHHS TPAKT.

Wscnensan e npoduabT Ha aHTHOMOTHYHA YycroiumBocT Ha Lactobacillus
acidophilus A2 copsimo 20 oT Haif-4ecTO MpUIIaraHUTe B MEAUIIMHCKATA MPAKTHKA
AQHTHOMOTHIM, W IIAMBT MPOSBSIBA YCTOWYMBOCT KbM IOBEYETO OT TiAX. Tasu
XapaKkTepHUCTHKa, B KOMOMHAIHs ¢ ycToiunBocTTa Ha Lactobacillus acidophilus A2
KbM MOJICITHH YCJIOBHS Ha XPaHOCMHJIATEIHHS TpPakKT, IO ONpeaeis KaTo

INOTCHIIMAJICH HpO6I/IOTI/I‘-IeH miam.

ABSTRACT

The strain Lactobacillus acidophilus A2 is of human origin. The resistance of its
cells in model conditions of digestion - low values of pH (pH = 2) + pepsin, pH =
4.5 + pancreatin and pH = 7 + pancreatin and to different concentrations of bile salts
is determined. It has been shown that the cells of Lactobacillus acidophilus A2 are
resistant to the conditions of the gastrointestinal tract.

The profile of antibiotic resistance of Lactobacillus acidophilus A2 against 20 of the
most commonly applied antibiotics in medical practice is examined and the strain is
resistant to most of them, which together with the resistance of Lactobacillus
acidophilus A2 to the model conditions of the gastrointestinal tract makes

Lactobacillus acidophilus A2 a potentially probiotic strain.



4. R. Denkova, S. llieva, Dimbareva D., Z. Denkova (2012). Probiotic properties of
Lactobacillus acidophilus Z10, isolated from naturally fermented sourdough.
Food and Environment Safety - Journal of Faculty of Food Engineering, Stefan
cel Mare University — Suceava, Volume XI, Issue 3—-2012, p. 15-20. Online ISSN:
2559 — 6381 Print ISSN: 2068 — 6609

PE3IOME

[IlamoBeTe, BKJIIOYEHH B ChCTaBa Ha NPOOMOTHYHHTE MperapaTH, TpsOBa Ja
NpUTEKABAT peAulla NPOOMOTHYHM CBOMCTBA, BKIIOUUTEIHO CHOCOOHOCT Ja
OLEIISIBAT U JIa CE PA3MHOXKABAT B YCIIOBUATA Ha XPAHOCMIIATEITHHS TPAKT, KAKTO U
aHTHOMOTHYHA PE3UCTEHTHOCT. PesucrentHoctra Ha Lactobacillus acidophilus
710, u301MpaH OT ecTeCTBEHO (hepMEHTHpANA TECTEHA 3aKBacKa, KbM CTOMAIICH U
MaHKPEAaTeH COK Ce€ M3Clie/IBa upe3 MHKyOarus Ha mama B MRS-0ynboH cpena ¢
pH=2, ceabpixkama nencun; pH=4,5, chabpikaia nankpeatud u pH=7, ceabppikaiia
NaHKpeaTHH, KakTo M upe3 HHKyOanmus B MRS-OynboH cpena, chabpikalia
pa3IMYHU KOHICHTpAUUMK Ha KIbYHH coid. [IpodunbT Ha aHTHOMOTHYHA
PE3UCTEHTHOCT Ce OIpeeisi Ype3 MeTo/a Ha JuckoBara audysus. Kierkute Ha
Lactobacillus acidophilus Z10 ca pe3ucTeHTHH KbM MOJCIUPAHUTE YCIOBHS Ha
XpaHOCMHJIATCTHUSL TPakT. [IpodmrbT Ha aAHTHOMOTHYHA PE3MCTEHTHOCT Ha
Lactobacillus acidophilus Z10 cripsimo 20 oT Haii-4ecTo npuiaraHuTe aHTHOMOTULIN
B MEMI[MHCKATa MPAKTUKA € M3CJIeBaH, KaTO MAMBT CE MPOSsBSIBA PE3UCTEHTHOCT
KbM IIOBEYETO OT TAX. YCTOMYMBOCTTA Ha IIaMa KbM IMO-TOJIsIMAara YacT OT
W3CICIBAHUTE AHTHOMOTUIM, B KOMOWHAIMS C PE3UCTCHTHOCTTA My KBbM
MOJICIIUPAHUTE YCJOBHS Ha XpaHOCMWIATETIHWs Tpakt, mpaest Lactobacillus

acidophilus Z10 motenIma HO MPOOHOTHYEH II1aM.

ABSTRACT

The strains included in the composition of probiotic preparations have to possess a
number of probiotic properties including the ability to survive and reproduce in the
conditions in the gastrointestinal tract and antibiotic resistance. The resistance of
Lactobacillus acidophilus Z10, isolated from naturally fermented sourdough, to
gastric and pancreatic juices is examined by incubation of the strain in MRS-broth
medium with pH=2, containing pepsin; pH=4.5, containing pancreatin and pH=7,

containing pancreatin, as well as incubation in MRS-broth medium, containing



different concentrations of bile salts. The profile of antibiotic resistance is
determined by the disc diffusion method. The cells of Lactobacillus acidophilus Z10
are resistant to the model conditions of the gastrointestinal tract. The profile of
antibiotic resistance of Lactobacillus acidophilus Z10 against 20 of the most
commonly applied antibiotics in medical practice is examined and the strain is
resistant to most of them. The resistance of the strain to most of the antibiotics
included in the study together with its resistance to the model conditions of the
gastrointestinal tract makes Lactobacillus acidophilus Z10 a potentially probiotic

strain.

Dimbareva D., R. Denkova, D. Teneva, B. Goranov, Z. Urshev, Z. Denkova, G.
Kostov (2016). Biochemical and molecular-genetic identification of Lactobacillus
strains of human origin. Annual Conference “Smart specialization - innovative
strategy for regional economic transformation” Hoemepu 04-05, 2016, Pa3zzpao,
Pycencku ynusepcumem “Anzen Kwvnuee”, Hayunu mpyooee na Pycenckus
yrusepcumem — 2016, mom 55, cepus 10.2, 59-66 1SSN 1311-3321 (print), ISSN
2535-1028 (CD-ROM), ISSN 2603-4123 (on-line)

PE3IOME

bsxa onpenenenn MophosoruyHUTe U (PU3MOIOTUYHUTE XAaPAKTEPUCTUKU Ha JIBa
HOBoM3oyMpaHu Iama ot poxa Lactobacillus (Lactobacillus Pr9 u Lactobacillus
Pr10) ¢ wdoBemku mnpousxon. Illamoere Osixa wuaeHTHUIIMPAHU KaTO
npejcraButenu Ha Buza Lactobacillus acidophilus upes npunarane na Onoxumuaam
(API 50 CHL) u wonekynsapHo-reHeTnuHu wmetoan (ARDRA anamuz wu
cekBeHupaHe Ha reHa 16S rRNA). Cnen codryepna obpabotka ¢ CLC Sequence
Viewer Oe ycranoBeHo, ue Lactobacillus acidophilus Pr9 wu Lactobacillus

acidophilus Pr10 ca uaeHTryHm.

ABSTRACT

The morphological and physiological characteristics of two newly isolated
Lactobacillus strains (Lactobacillus Pr9 and Lactobacillus Pr10) of human origin
were determined. The strains were identified as representatives of the species
Lactobacillus acidophilus by the application of biochemical (API 50 CHL) and
molecular-genetic methods (ARDRA analysis and sequencing of the 16S rRNA



gene). After software processing with CLC Sequence Viewer it has been found that

Lactobacillus acidophilus Pr9 and Lactobacillus acidophilus Pr10 were identical.

B. Goranov, R. Denkova, D. Teneva, Dimbareva D., Z. Denkova, G. Kostov (2016).
Resistance of probiotic lactobacilli, bifidobacteria and propionic acid bacteria
strains to preservatives applied in cosmetic formulations. Annual Conference
“Smart specialization - innovative strategy for regional economic transformation”
Hoemepu 04-05, 2016, Paszepao, Pycencku ynueepcumem “Anzen Kwvnues”,
Hayunu mpyooee na Pycenckusa ynueepcumem — 2016, mom 55, cepusa 10.2, 67-

70 ISSN 1311-3321 (print), ISSN 2535-1028 (CD-ROM), ISSN 2603-4123 (on-
line)

PE3IOME

W3cnensana e yCTOWYMBOCTTA Ha MPOOMOTHYHY mamoBe oT pos Lactobacillus, pox
Bifidobacterium u pox Propionibacterium ksm koncepBantu (GMS SE, Lanette O,
Arlacel165, rmunepun onear, Evimul WO, nereaper-20, raunepus MOHOCTEapar,
[PM, cunmkoHOBO Macio), U3MOA3BaHU B Ko3MeTH4YHU hopmynu. JlokazaHo e, ye ¢
manku um3kiaroueHus (Lactobacillus delbrueckii ssp. bulgaricus GB) Bcuukmn
U3CJICIBAHKM IIAMOBE IPOSBSABAT YCTOHYMBOCT KbM KO3METUYHUTE KOHCEPBAHTH.
ToBa 0TBaps Bb3MOXKHOCTH 32 MPUJIOKECHUE HA IPOOUOTUYHU OaKTepHATHH IIaAMOBE

B IIPOM3BOJICTBOTO HAa KO3METHKA ¢ (DYHKITMOHAIHO TIPEeIHa3HAUCHHE.

ABSTRACT

The resistance of probiotic strains of the genus Lactobacillus, the genus
Bifidobacterium and the genus Propionibacterium to preservatives (GMS SE,
Lanette O, Arlacell65, glyceryl oleat, evimulWO, ceteareth-20, glyceryl
monostearate, IPM, silicone oil) applied in cosmetic formulations was examined. It
has been shown that with a few exceptions (Lactobacillus delbrueckii ssp.
bulgaricus GB) all the studied strains were resistant to the cosmetic preservatives.
This opens up possibilities for application of probiotic bacterial strains in the

production of cosmetics with a functional purpose.



7.

8.

H. Dimbarev, Dimbareva D., Tzv. Georgieva, R. Georgieva, V. Boyadzhieva, T.
Kuneva (2018). Polymorphism of ALAD gene in Bulgarian population exposed to
lead. Occupational Medicine and Work Ability, Issue 3 — 2018, p. 254-263 ISSN
2534-9481

PE3IOME

I'eapr ALAD (xpomosoma 9q34) koqupa gexugpamasa Ha 5-aMHUHOJIEBYJIMHOBATA
kucenuna (JIAJIK) (E.C. 4.2.1.24). [exuaparazata Ha JIAJIK katanu3upa BTOpHUs
eTar Ha cuHTe3 Ha XxeMa u e nonumopde. [Tomumoppusmer ALAD G177C uma iBa
anena, ALAD-1 u ALAD-2, u moBa e CBbp3aHO C MOJATIMBOCTTa KbM OJIOBHA
TOKCUYHOCT. ['€HOTHIIHUTE YECTOTH ce pasznuyaBar mo reorpadus u paca. [lo-
penkusT anen ALAD-2 B cBop3aH ¢ BUCOKH HHMBA Ha OJIOBO B KPBBTA U C€ CMSITA, Ue
MOBHUIIIABA PUCKA OT OJIOBHA TOKCUYHOCT, KaTO F€HEpHUpa MPOTEUH, KOUTO CBOP3Ba

noBeye 071080 oT ALAD-1 nporeunna.

ABSTRACT

The ALAD gene (chromosome 9g34) encodes 5-aminolevulinic acid dehydratase
(DALK) (E.C. 4.2.1.24). DALK dehydratase catalyses the second hem synthesis
step and is polymorphic. Polymorphism ALAD G177C has two alleles, ALAD-1
and ALAD-2, and this is related to susceptibility to lead toxicity. Genotypical
frequencies vary in geography and race. The rarer allele ALAD-2 is associated with
high levels of lead in the blood and is believed to increase the risk of lead toxicity

by generating a protein that binds more lead compared to the ALAD-1 protein.

Mumobapesa /I., 3. /lenkosa, 3. Ypwes, P. /lenxoesa, ll. I'eopcuesa (2019).
Monexynapuno-cenemuuna udenmuukayua Ha wamose JaaKmoodayuu,
U30IUPAHU OM CHOHMAHHO hepmenmupanu 3enenyyyu. Haykama 3a xpanene 6

npeeenuus u jliedenue Ha Co6peMEeHHume 60J1ecmu, szzapcxo 0py;ucecmeo no

xpanene u ouememuxa, Cogpus, 2019, 177-180 ISBN 978-954-9977-77-6

PE3IOME

W3onupanu ca ABa mamMa JIaKTOOAIMIN OT CIIOHTAaHHO (hepMEHTHpaIH 3eeHUYIU

(Lactobacillus  MT1 wu Lactobacillus MT7). MonekynsipHO-TeHETHYHATA



9.

uaeHTU(UKAIMS Ha aMoBeTe € ochinecTBeHa upe3 ARDRA aHanu3 u ceKBEHIHs
Ha reHa 3a 16S pPHK. PesynraTtute oT Te3u u3cienBaHusi OTHACAT M30JUPaAHUTE
mamoBe kbM Buza Lactobacillus plantarum. Cien codryepna o6padotka cbe CLC
Sequence Viewer ¢ ycraHoBeHo, 4ye 1mam Lactobacillus MT1 u mam Lactobacillus

MT7 ca UIEHTUYHH.

ABSTRACT

Two strains from the genus Lactobacillus were isolated from spontaneously
fermented vegetables (Lactobacillus MT1 u Lactobacillus MT7). The molecular-
genetic identification of the strains is performed applying ARDRA analysis and
sequencing of the 16S rRNA gene. The results of the molecular-genetic analyses
determine the studied lactic acid bacteria as representatives of the species
Lactobacillus plantarum. After software processing with CLC Sequence Viewer it
has been found that Lactobacillus MT1 and Lactobacillus MT7 are identical.

X. [Mumobapes, Jlumobapeea /I, Il. I@'eopcuesa (2019). buomapkepu 3a
UHOUBUOYATIHA YYECMEUMESIHOCH RPU NPOpecuoHanna eKCno3uyus Ha 010860.

30pase u 6ezonacnocm npu pavoma, Tom 4, 2018, p. 25-33. ISSN 2367-7171

PE3IOME

Puck ot npodecuonanHo orpaBsHe ¢ 0JIOBO MMa MpU paOOTHUIM aHTAKUPAHU B
NPOM3BOJICTBO M TpepaboTKa Ha akyMyJaaTopu, TpbOuW M Kabenu, caumu, Oow,
IUIaCTMACH, CTAOMIIN3aTOPH, OJIOBHO CTHKJIO, B METAJIYprusTa MpH MojyyaBaHe Ha
OJIOBHHU CILJIaBH, 3alI0sIBaHE, IVIEJHPKOCBAHE U IEKOpallys Ha KEpaMUYHU POAYKTH C
OJIOBHU CHEIUHEHUS, OJOBHU MOKPHUTHSI, MPOU3BOJACTBO U yHOTpeOa Ha OJIOBHU
OKCHJIM, COJIW W TOpHBa ChIbPXKAIIM TeTpaeTuinonoBo. OnoBoTO HMHXHOUpa
aKTUBHOCTTA HA €H3UMMTE B OMOCHHTE3a Ha XeMa (0-aMUHO JIeBYJIMHOBA KHCEIHHA
nexunparaza /ALAD/) upe3 OnokupaHe Ha CyIQXUAPUIHUTE UM TPYIH,
JOBEXKJAIIO JI0 HapacTBaHe Ha 0-aMMHO JIeBYyJIHMHOBa KucenuHa (0-ALA) u
KonponopdupuH B ypuHaTa. HapyieHara yrunu3aius Ha *els30To € IpUYMHa 3a
MOBMIIIEHOTO MYy HMBO B KPBBTA M MOSIBA HA CUJCPOLIUTH.

[Tonmumopdusmute Morar Aa 6baT MapKep 3a YyBCTBUTEITHOCT U TOJISIM Opoit TeHn

N TCXHU BApUaHTU Ca BCUC YCTAHOBCHH. MHoro resn UMaT KIFUYOBH (bYHKHI/II/I n



MpoMsIHATa HA Te3U (YHKLIHUU B pe3yiaTaT Ha MOJUMOpP(U3BM, MOXKE Ja MOBIIUSEC
BBPXY MPEIUCIO3ULMATA HAa OpraHu3Ma 3a pa3BUTHE Ha JaJeHO 3a00JsBaHE.
OTKpHUBaHETO Ha JMIlA C BUCOKA MHAMBHUAYaJIHA YyBCTBUTEIHOCT LIE [T03BOJIM TE J1a
ObJaT MpeAna3eHyu OT €eBEHTYATHH 3/IPaBHU MIPOOJIEMHU, PE3yNITaT OT €KCIO3HUIIMS Ha
paboTHOTO MSICTO.

BbBekaHero Ha MOJEKYJIHH OWOMAapKepd Ie TO3BOJIM Jla C€ W3BBPIIH
WH/IMBUyallHA OIICHKA Ha METAOOJMTHUTE IBTHUILA U [TOBEICHUETO HA OCHOBHHUTE

CH3UMH, OTTOBOPHH 3a MeTa6OJ'II/ISI/IpaHeTO Ha OJIOBOTO.

ABSTRACT

Occupational lead poisoning is a risk factor for workers engaged in the production
and processing of batteries, tubes and cables, balls, paints, plastics, stabilizers, lead
glass, lead in lead metallurgy, soldering, glazing and decoration of ceramic with lead
product compounds, lead coatings, production and use of lead oxides, salts and fuels
containing tetraethyl lead. Lead inhibits the activity of enzymes in hem biosynthesis
(ALAD) by blocking their sulfhydryl groups, leading to urinary 6-ALA and
coproporphyrin in the urine. Deteriorated iron utilization is the cause of its elevated
blood level and the appearance of siderocytes.

Polymorphisms may be a marker of sensitivity and a large number of genes and
variants thereof are already established. Many genes have basic functions, and the
change in these functions as a result of polymorphism may affect the predisposition
for development of a disease. Detecting individuals with high individual sensitivity
will allow them to be protected from possible health problems resulting from
exposure to the workplace.

The introduction of molecular biomarkers will allow an individual assessment of the
metabolic pathways and the behavior of the major enzymes responsible for the

metabolism of lead.



10. lumébapesa /1., 3. /lenkosa, P. /lenxosa, M. Ilepugpanosa-Hemcka, I]. I'eopzueea
(2019). Buonocuuno koncepsupane na emyiacuonna maca c Lactobacillus
delbrueckii ssp. bulgaricus GB. bvacapcko cnucanue 3a ooujecmeeno 3opaee,

Tom 11, kn. 2 — 2019, p. 66-70. ISSN 1313-860X

PE3IOME

C mam Lb. delbrueckii ssp. bulgaricus GB u ¢ nu3at oT HEro € KOHCEpBHpaHa
emyJicusi 6e3 KOHCepBaHTH, IPEI0OCTaBeHa HU OT KOo3MeTH4YHa pupma B bbirapus.
[Tony4yeHuTe eMyJICHOHHM MacH CE€ ChbXpaHsBaT Ha CTaifiHa Temmeparypa 10 12
Mecena. 3a TO3M MEePHOJ ca MPOCIIeACHN N3MEHeHHeTo Ha pH, KOHIIeHTpauusaTa Ha
KM3HECTIOCOOHM KIIETKM Ha TPOOMOTHYHM OakTepuu M MHUKPOOMOIOTUYHUTE
nokazareny. ONMUTHUTE JaHHU [TOKa3BaT, 4e eMYJICHOHHUTE MacH, KOHCEPBUPAHH C
IpOOMOTHYHM OAKTEPUH U JIM3AT OT TSX, UMAT c1a00 U3MEHEHHE B CTOMHOCTUTE Ha
pH, xaro mo-oce3aemMo € TO B NPUCHCTBUETO Ha >KUBM KJIETKM Ha OaKTEpUUTE.
[IpoOute OTroBapsAT Ha KpPUTEPHHUTE 3a MHKpoOHonormyHa Oe3omacHoct. [lpm
KOHTpoJIaTa oOmuAT Opod Me3oduiHM aepoOHU W (aKyITaTHBHO aHACPOOHHU
Oakrepun noctura go 1,1*%105 cfu/g, moxato mpu mnpobure ¢ MPOOHOTHUHH
Oaxtepun 001mus Opoit Me30(hmITHN aepoOHU U (paKyITaTHBHO aHAepOOHU OaKTEepHH

ce 3ana3Ba nox 10 cfu/g.

ABSTRACT

Strain Lb. delbrueckii ssp. bulgaricus GB and a lysate from it is used for
preservation of emulsion without preservatives supplied by a cosmetic company in
Bulgaria. The resulting emulsion masses are stored at room temperature for up to 12
months. For this period, the change in pH, the viable cells concentration of probiotic
bacteria and the microbiological parameters were monitored. Experimental data
show that emulsion masses preserved with probiotic bacteria and lysate from them
have a slight change in pH values, more noticeable in the presence of live cells of
the bacteria. Samples meet the criteria for microbiological safety. In the control
sample, the total number of mesophilic aerobic and facultative anaerobic bacteria
reaches 1.1*105 cfu/g, while in probiotic bacterial samples the total number of

mesophilic aerobic and facultative anaerobic bacteria is kept below 10 cfu/g.



11. H. Dimbarev, Dimbareva D., T. Georgieva, R. Georgieva, T. Panev, T. Kuneva
(2019) Health risk associated with delta-aminolevulinic acid dehydratase (ALAD)
gene polymorphism (rs1800435C/G) in Bulgarian workers from battery recycling
industry. Abstracts / Toxicology Letters 314S1 (2019) S1-S309 S229 ISSN: 0378-
4274;

PE3IOME

Crniopen naHHM Ha Acouuanusra Ha MeTallypruyHata MHIAYCTpus B bbiarapus 3a
nepuoga 2012-2016 r. nmpous3BOACTBOTO HA IbPBUYHO U BTOPUYHO OJIOBO,
BKJIIOYMTEIHO IPOM3BOJCTBOTO Ha OaTepuu B CTpaHara, € HapacHajo IOYTH
IIBOMHO.

Penuna cxopomnu wuscnensanust (C30, monorpadum na MAUWP, 2010 r.)
YCTaHOBHUXA, Y€ XPOHUYHATA EKCIIO3UIIMS KbM OJIOBO BOJU 10 OJIOBHO HaTPaBsSHE C
[10-BHCOKAa YECTOTa, OTKOJKOTO ce oyakpaile. ToBa Hajara nperyie]] Ha JaHHUTE U
NPOBEXKJAHETO HA HOBH IPOYYBAHUS 32 OIICHKA Ha 3/IPaBHUTE €()EeKTH OT XPOHUYIHA
€KCIO3MLIMS KbM HUCKHU J103U.

Bb3HuKBaT BIpOCH: KOM MHIMKATOPU C€ M3CeIBaT U Jald Te ca MOAXOIAIN?
HeoOxonumMu 1nm ca HoOBM cTparteruu U Ouomapkepu? CrpliecTByBa Jin
IPOCIIEANMOCT Ha PE3yNITaTHTE B JUHAMUKA M KaKBU Ca YCTOHYMBHUTE MEPKH 32
HaMaJsBaHe Ha pucKa?

Ilenta Ha HacTOSIIOTO M3CIEABAHE € Ja ONpeAenaH ajeigHara 4YecToTa M
pasnpeneneHueTo Ha MHIMBUyaTH! XaIlUIOTUIIOBE cpesl ObJrapckara MoIysianus
Ha Oa3zata Ha nomumopdusmMa B rTeHa ALAD (rs1800435C/G), xakto u
BB3MOKHOCTTa 3a HErOBOTO H3IOJI3BaHE KaTO IPOTHOCTHYEH OHOoMapkep 3a
HPEBEHIMS Ha OJIOBHA MHTOKCHKAIIHAL.

O6ext Ha wuscnenBaHero ca 80 paOoTHUIIM OT Obarapckata HHIYCTPHUS 3a
peuukiIpaHe Ha Oartepuu, NpodeCUOHATHO M3JI0OKEHU Ha 0JI0oBO. M3mepeHu ca
cleJHUTEe OMOMapKepH: XEMAaTOJIOTMYHU IapaMeTpH; ChIbp)KaHHE Ha OJIOBO B
KpbBTa; HUBAa Ha JenTa-amMuHoneBynuHoBa kucenuHa (JAJIK) B ypunarta u
pasnpenenenue Ha moaumopdusma rs1800435C/G.

Benuky ydacTHuLM ca moanucaid MHGOPMHUPAHO ChIJIACHE 3a MPOBEXKJAHE Ha
U3CIIEABAHETO.

Pesynrature OT MONEKYISIpPHO-TEHETHYHUS aHAIW3 Moka3par, 4e 23% ot

u3cie/iBaHaTa rnomysnamus ca xereposurotiu 3a ALAD-2. Cnopen nureparypHute



JJaHHM CBIIECTBYBA MOBUILEH PUCK 3a 34paBETO Ha Te3u Jmua. Hammre pesynratu
IIOKa3BaT TEHACHLIMY KbM [10-BUCOKHM KOHLIEHTPALUK Ha OJIOBO B KPbBTA U HHUBA Ha
JAJIK, xakTo ¥ HaMaJIeH! HUBA Ha XeMOTJIO0MH 1 Opoii Ha OeNTUTE KPbBHU KIICTKH
IIPU XEeTePO3UroTHUTE HOcuTenn Ha ALAD-2.

Hacrosimoro mpoyuBaHe € IbpBO 3a Objirapckara Momysianus. Y CTaHOBEHU ca
TEHJCHIIMM Ha 3aBUCUMOCT MEXKIy €KCKpEeLusaTa Ha OJIOBO M pa3lpe/ieICHUETO Ha
reHorunosete. TpyaHO € Ja ce ompenenu KOW reHOTUN € "pUCKOB", ThH KaTo
pe3yJTaTUTE MOKA3BaT, Y€ BCEKU T€HOTHII € I0-YyBCTBUTEIICH KbM €JUH WJIN [10BEYE
HeOJIaronpusaTHU e()eKTH B CpaBHEHUE C JpyruTe. [ eHETUYHUAT MOIUMOP(PU3IBM
OYECBHUJIHO OKa3Ba CHJIHO BIHUSHHE BbpPXY abcopOumsara M OMOaKyMmylanusaTa Ha

0JIOBO, HO poOJIATa MYy 3a HCBPOTOKCUYHOCTTA HAa ME€TaJla BCC OLIC HC € NU34CHCHA.

ABSTRACT

According to data from the Association of Bulgarian Association of Metallurgical
Industry in Bulgaria for the period 2012-2016 the production of primary and
secondary lead including the production of batteries in Bulgaria has increased
almost double.

A number of recent studies (WHO, IARC Monographs, 2010) found that chronic
exposure to lead leads to lead poisoning at a higher frequency than expected. This
implies reviewing the data and conducting new studies to assess the health effects
of chronic low-exposure exposure.

Questions arise — what indicators are being explored; are they suitable? Are new
strategies and biomarkers needed? Is there a traceability of results in dynamics; what
are the risk reduction measures that are sustainable?

The aim of the present study is to determine the allelic frequency and distribution of
individual haplotypes among Bulgarian population based on ALAD gene
polymorphism (rs1800435C/G) and possibility to use as a prediction biomarker for
prevention of lead intoxication.

The subject of this study is 80 workers from Bulgarian battery recycling industry,
professionally exposed to lead. The following biomarkers was measured:
Hematological parameters; blood lead content, delta aminolevulinic acid (DALA)
levels in urine and rs1800435C/G polymorphism distribution.

All persons have signed informed consent for conducting the research.



12.

The results of the molecular-genetic analysis demonstrates that 23% of the study
population is heterozygous for ALAD-2. According to the literature, there is an
increased risk for the health of these persons. Our results show trends in higher blood
lead concentrations and DALA levels and decreased hemoglobin levels and white
blood cells count in ALAD-2 heterozygous subjects.

The present study is first for the Bulgarian population. Tendencies of dependence
between the lead of the excretion of lead and the genotype distribution are
established. It is difficult to decide which genotype is genotype “at risk” because the
results show that each genotype is susceptible to one or more adverse effects than
others. Genetic polymorphism seems to have a strong impact on lead absorption and
bioaccumulation, but its role in affecting the neurotoxicity of lead is still unclear.

Tz Georgieva, E Kuzova, St Arsova, Dimbareva D., R Georgieva, V Duleva (2021)
Study of rs10177833 polymorphism in SLC4A5 gene and salt sensitivity in
Bulgarian population, European Journal of Public Health, Volume 31, Issue
Supplement_3, October 2021, ckab165.290,
https://doi.org/10.1093/eurpub/ckab165.290 ISSN: 1101-1262, ISSN: 1464-360X

PE3IOME

Bucokust npuem Ha HaTpuil ce CBbp3Ba C MOBUIIEHO KPHBHO HAJISITaHE U YBEJIMYEH
puck oT chpredHo-cbroBu 3a0onsaBanus (CC3). Cpen crpanute Ha EBponeiickus
cbto3 bbirapus e Ha mbpBo MsicTo o cMbpTHOCT 0T CC3. 'eHeTnyHO 00ycnoBEeHaTa
YYBCTBUTEIHOCT KBbM cOJ NpuchberBa npu 50% ot xuneproHunure u 26% ot
HOPMOTEH3UBHOTO HAaCEJIEeHNE, KOETO MPEICTABIIABA CEPUO3€H 00IIECTBEHO3IPABEH
npobnem. Hacrosamoro mpoyusaHe e mpoBeleHO B pamkuTe Ha Hanmonamnara
porpamMa 3a peBeHlusl Ha XpOHUYHUTE He3apa3Hu 6onectu 2014-2020 r. ¢ nen aa
ce OLIEHM NpUEeMbT Ha HaTpuil oT HaceneHuero B bearapusa. B uscneasanero ca
BKIItOYeHH 36 HopMmoTeH3uBHU ywacTHuiM. JIHK ot Bceku npobGpososer e
n3onupana u renorunupana 3a SNP rs10177833 (A>C) B rena SLC4AS ¢ nomorira
Ha TagMan SNP renotunupane. 3a onpenensiHe Ha €KCKpelUMs Ha HaTpul B 24-
yacoBa ypHHA IpPH CYOEKTHTE OT BCEKM YYacTHUK € B3eTa ciydaiiHa Mpoba.
KoHuenTpanusita Ha HaTpuil € oOIpelesneHa 4Ype3 aTOMHO-abcopOIMOHHA

CHEKTpoMeTpHsl. 3a MpEeU3dHCIIsiBaHEe Ha EKCKpeUMsITa Ha HATpUil € U3IMOJI3BaH



npotokoa Ha C30 (IIpoTtokon 3a ompenensHe Ha HATpUW B 24-4aCOBH YPUHHHU
npobu). O6mo 18 or 35 ywactHunu umaxa auB tun AA renorun (51,43%),
TpuHazgeceT Osixa xerepo3urotu (37,14%), a vetupuma Osixa HOCHUTENW Ha JBa
nonumopduu anena C (11,43%). YUectorara Ha anen A Hars10177833 (A>C) Brena
SLC4AS5 e 70%, nokaro nonumopduusar anen C e camo 30%. KopenaunoHHUSAT
aHaJIN3 N10Ka3a CTaTUCTUUYECKU 3HaYyMMa OTpULlaTeIHa Bpb3ka Mexay rs10177833 B
reHa SLC4AS5 u KoHUeHTpalusATa Ha HaTpuil (B MUIMIpaMu) B 24-yacoBara ypuHa
(r=-0,365, p=0,031). Coio Taka, Hocurenure Ha CC reHOTHIT UMaxa 3HAYMTETHO
MO-HUCKHU CTOMHOCTH Ha Na B cpaBHeHHE ¢ Te3u ¢ quBus AA redorurn (p = 0,01) u
B cpaBHeHHe ¢ xereposurorute (p = 0,019). B 3axioueHue, OTKpuUXME SICHO
JI0OKa3aHa Bpb3Ka Mexay noiudopmuus Bapuant rs10177833 B rena SLC4AS u
KOHIIEHTpAallMsATa Ha HATPUIl B ypHHAaTa NpU OBIrapcKu HOPMOTEH3WBHHU JIUIIA.
beme ycTaHOBeHa W TEHJIGHIUS 3a acOLMAIUs MEXY W3ClIeABaHUS MoaruMopdeH
BapHaHT U CTOMHOCTUTE Ha KPBBHOTO HAJISITaHE, KOSITO TpsiOBa Aa Oblie U3cieBaHa

B [IO-TroJIsiMa Irpyna y4aCTHHUIIHA.

ABSTRACT

High sodium intake is associated with increased blood pressure and and increased
risk of cardiovascular disease (CVD). Among the countries of the European Union,
Bulgaria ranks first in mortality from CVD. Genetically determined salt sensitivity
is present in 50% of the hypertensive and 26% of the normotensive population,
posing a major public health problem. The present study was conducted within the
National Program for Prevention of Chronic Non-Communicable Diseases 2014 -
2020 to assess the sodium intake of the population in Bulgaria. 36 normotensive
participants are included in the study. DNA from each volunteers was isolated and
genotyped for rs10177833 (A>C) in SLC4A5 gene by TagMan SNP genotyping
assay. To determine the 24-hour urinary excretion of sodium in the subjects, a
random sample was taken from each participant. Sodium concentration was
determined by atomic absorption spectrometry. A WHO protocol has been used to
recalculate sodium excretion (Protocol for Sodium Determination in 24-hour Urine
Samples). Eighteen of total of 35 participants had wild AA genotype (51.43%),
thirteen were heterozygotes (37.14%) and four were carriers of two polymorphic C
alleles (11.43%). The frequency of A allele of rs10177833 (A>C) in SLC4AS5 gene



was 70%, whereas polymorphic C allele was only 30%. The correlation analysis
showed negative statistical significant relationship between rs10177833 in SLC4A5
gene and sodium concentration (in milligrams) in 24 - hours urine (r = -0.365, p =
0.031). Also the holders of CC genotype had significant lower values of Na
compared to these with wild AA genotype (p =0.01) and compared to heterozygotes
(p = 0.019). In conclusion, we found a clear relationship between the polymorphic
variant rs10177833 in SLC4A5 gene and the concentration of sodium in urine in
Bulgarian normotensives. The tendency of association was found between the
studied polymorphic variant and blood pressure values, which should be studied in

a large number of participants

13. X. lumoapes, /lumoapesa /1., Il. I'eopeuesa (2021). 30pasno-npomoyuonanna
cmpamezus 3a NPeeeHUUs Ha 30pasemo Ha PaGOMHOMO MACMO U RPEOIONHCEHUE

3a 0ONBJAHUMETHU MEPKU 34 NPE6EHUUA HA ompasinuima C 0J1060. 30pa3e u

oezonacnocm npu paooma, Tom 7, 2021, p. 31-37. ISSN 2367-7171

PE3IOME

OJI0BOTO € II03HATO KAaTO TOKCHYEH €JIEMEHT OT XWISOH TOOWHM M OCTaBa
MOCTOSIHHA 3aIljlaxa 3a OKOJIHATa cpeja. Excro3uiusaTa Ha 0JIOBO MOXKE Jia JOBE/IEC
0 3HAYUTENHU HEONarompusTHU TOCIEAWIN 3a Pa3IUYHU CHUCTEMU M OpTaHH.
Penuia u3cnenBanust Ha C30 ycTaHOBSIBAT, Y€ XPOHMYHA €KCIIO3UIIMS HA OJIOBO,
HalpuMep BBB BB3/AyXa, JIOPU IOJ TPAHUYHH CTOHHOCTH 3a PabOTHOTO MSICTO,
MPUYMHSABA OTPABSIHE C OJIOBO C MO-BUCOKA YE€CTOTA, OTKOJKOTO ce€ o4akBa. ToBa
mpeJrnoara npepasriexaaie Ha JAaHHUTE U MPOBEXJIaHe HA HOBU MPOYYBAHUS C
e OICHKa Ha 3JpaBHHUTE €PEKTH MPH XPOHWYHA EKCIIO3WIIMS HAa HUCKH HUBA.
[TomaTnuBOCTTa HA WHIAMBUAA KBM BpEIHHUTE €(DEKTH HAa OJIOBOTO 3aBHCH H OT
TeHEeTUYHUTE BapHalliM, XapaKTepU3HUpalld C€ C TEHETUYHH MNOTUMOPHHU3MH.
Enurenernynara perynamus ChIo MpeacTaBiIsaBa HHTEPEC 3a HAYYHH U3CIICABAHUS
OTHOCHO M3y4aBaHETO Ha TOKCHYHOCTTA HA 0JI0BO. [IpOOIEeMBT C TSKKUTE METAITH
€ CBETOBEH M BCe OIlle HepelieH. Besiko HOBO 3HAHUE B Ta3W 00JIACT IIe TOTPUHECE
3a M3TpakJaHe Ha 3IPaBHO-IIPOMOIIMOHATHH CTPATETHH 3a MPEBEHITUS Ha 3IPABETO
Ha pabOTHOTO MICTO U TMOAOOpsiIBAaHE Ha OOIIECTBEHOTO U TPYAOBOTO

3paBCoITa3BaHC.



ABSTRACT

Lead has been known as a toxic element for thousands of years and remains a
constant threat to the environment. Exposure to lead can lead to significant adverse
effects on various systems and organs. A number of WHO studies have found that
chronic exposure to lead, for example in the air, even below workplace limits, causes
lead poisoning at a higher frequency than expected. This implies reviewing the data
and conducting new studies to assess the health effects of chronic exposure at low
levels. The susceptibility of the individual to the harmful effects of lead also depends
on the genetic variations characterized by genetic polymorphisms. Epigenetic
regulation is also of interest for research in the field of lead toxicity studies. The
problem of heavy metals is global and still unresolved. Any new knowledge in this
field will contribute to the development of health promotion strategies for the

prevention of health at work and the improvement of public and occupational health.

14. lumébapes, X., /dumoapesa /I., Ile. I'eopzuesa (2022). buomapkepu 3a
YyeCmMeUmenHOCm npu NPoghecuoHaIna excnosuyus Ha Kaomui, bBvacapcko

cnucauue 3a oouwecmeero 3opage, 2022, 14 (2), 61-68, ISSN 1313-860X.

PE3IOME

['eneTnuHuTEe (QaKTOpH C€ ONpeAensIT KaTo HOBH M BaXKHM YYacTHHULHU B
3aIbpKAHETO M METa0OIM3Ma Ha TeKKH METAllM B YOBEIIKHs opranu3mMa. Jlokazano
€, 4e Te3W BBTPEIIHU (PaKTOPHU UTPAsT MpsKa WIK HENpsKa poyisi B MeTaboIn3Ma,
eKCKpenusaTa, ajacopOuusTa W  pPa3NpOCTPAaHEHHETO Ha TEXKKU METajH.
CnenoBarenHo Te MoOraT Ja OKaXaT BIMSHHE BbPXY OCHOBHHUTE pPEaKIMHU Ha
opranuszMa KbM Te3u (akropu. KbM HacTosmus eram MMma JaHHH, Y€ €AMHUIHU
HYKJICOTHIHU TOJTMMOP(U3MHU B Pa3IUYHU T€HU Ca CBBP3aHHU C PHCKA OT OJIOBHO
oTpaBsiHe. Te3W TeHM BKJIIOYBAT O-aMUHO-JIEBYJIMHOBAa KHCeNa JexXujaparasa
(ALAD), meranoruonens (MT), rnyratnon-S-tpanctepasa (GST), Buramun /[]
penentop (VDR), tpanchepun (TF), Tpancrioprep Ha asyBanenTer meran (DMT)
u ap. Hsxom w3cnmenBaHusi ChIIO MMaT 3a [N Ja WICHTH(PHUIMPAT TaKWBa
creur(UYHN FeHeTUYHU BapUaHTH, CBbP3aHU C MHIWBUIYyaIHATa YyBCTBUTEIHOCT

KbM KaaMmui. BbBexmaHeTo Ha MOJICKYJIHA 61/10Map1<ep1/1 me IIO3BOJIHM 1da C€



15.

HU3BBPIIM HMHIWBHAYyaJIHAa OLICHKA Ha IIbTUIATa Ha oOMsgHaA Ha B€IIECTBaTa M

MOBCACHHUCTO HA OCHOBHUTC CH3MMHU, OTTOBOPHU 3a MeTa6OJII/I3I/IpaH€TO Ha KaI[MI/IfI.

ABSTRACT

Genetic factors are considered to be new and important participators in the retention
and metabolism of heavy metals in the human body. These intrinsic factors have
been shown to play a direct or indirect role in the metabolism, excretion, adsorption
and distribution of heavy metals. Therefore, they can influence the body‘s major
reactions to these factors. At this stage, there is evidence that single nucleotide
polymorphisms in different genes are associated with the lead poisoning risk. These
genes include 6-aminolevulinic acid dehydratase (ALAD), metallothionein (MT),
glutathione-S-transferase (GST), vitamin D receptor (VDR), transferrin (TF),
divalent metal transporter (DMT), and others. Some studies also aim to identify such
specific genetic variants related to individual cadmium sensitivity. The introduction
of molecular biomarkers will allow individual assessment of the metabolic pathways

and behavior of the major enzymes responsible for the cadmium metabolism.

H. Dimbarev, Dimbareva D., V. Bojadzhieva, T.P. Georgieva, T.l. Panev (2022).
Correlation between health risks associated with genetic profile and lifestyle in
occupationally exposed lead workers. Toxicology Letters Volume 368S1, 1
September 2022, 368S1 S1-S335 (2022); ISSN 0378-4274

PE3IOME

Bce orie chiiecTByBa prck OT MpoheCHOHATHO HATPaBsSHE C OJI0BO MPH PAOOTHHIIH,
3a€TH B MPOM3BOJICTBOTO W IMpepaboTkaTta Ha OaTepuu, TpbOU U KabenH, OJIOBHU
cauymMu 3a Ooempuriacu, OOHW, TJIaCTMAacH, CTaOWIM3aTOPHU, OJOBHO CTHKIO, B
METaITyprusiTa — IpH MPOU3BOJICTBO HA OJIOBHU CIUIABH, 3all0sIBAHE, T1a3ypupaHe u
JIeKOpUpaHe Ha KepaMUYHH W3JIEJHs C OJIOBHU CHhEIUHEHUS, OJIOBHU MOKPUTHS,
MIPOM3BOJICTBO M M3IOJI3BAHE HA OJIOBHU OKCUAM. OJOBOTO MOTHCKA aKTHBHOCTTA
Ha CH3WMH, yYacTBallld B OMOCHHTE3a Ha XeM (O-aMHUHOJICEBYJIMHOBA KHCEJIMHA
nexunparasza) (ALAD), upe3 61okupaHe Ha TEXHUTE CYTIDXUAPUITHHI TPYIH, KOETO

OT CBOA CTpaHa BoaM 10 noBuiiaBane Ha ALAD u xonponopdupuH B ypuHarta.



W3cnenBaHeTo Ha TEHETHYHHUTE MOJUMOP(GHH BapHallMyd B T€HUTE, OTTOBOPHU 32
metabomm3upanm  em3umu  (ALAD nmexuaparasa), CHOpsMO 3JpaBOCIOBHOTO
CbCTOAHUC U HAYMHA Ha )KUBOT, MOXKC J1a IMIPECAOCTAaBU AJOIIbJIHUTCIIHA Bb3MOKHOCT
3a M3SCHSIBAaHE Ha WHIMBH/yaTHATa YyBCTBUTCIHOCT KbM OJIOBO. Te€3U reHETUYHU
dakTOpy ca YacT OT MO-TOJIIM KOMIUIEKC HpPHU OIPEICIISTHETO Ha WHIAWBUIH,
YYBCTBUTCIIHU KbM TCXKKHU MCTAJIH. TakuBa MCKAYUHIAUBUAYAIIHHW T'CHCTHUYHU
pasnuyMs, 3aeAHO C JIpyrd (akTopu Ha OKOJIHATAa Cpelaa, MoraT aa OoQopMsT
YHUKaJICH ()CHOTHII U CJIECIOBATEIIHO XapaKTEPEH OTrOBOP HAa HHIUBHIUTE KbM
TOKCHHUTE B TsxHaTa cpena. CiemoBareiHo, HASHTH()UIIMPAHETO HA BapUAHTH B
T'CHH, CBbP3daHHU C MCXaHU3Ma Ha TOKCHYHOCTTA HAa OJIOBOTO, KAKTO U HAa TCXHUTC
B3aMMOJICHCTBHS C IpYrH (PaKTOPW HA OKOJIHATA Cpefa, e MPEJOCTaBU BaXKHU
JAaHHA HE CaMO 3a WHIUMBUAYAJIHUTE pa3inyvs ¢ HICHTU(DUIMpAHE Ha
YyBCTBUTEIHH I'PYIU WHAWBUIM, HO U 3a pa3pabOTBaHETO HAa HOBU MPEBAHTUBHU
I/I/ HJIW TCPAINICBTUYHU ITOAXOOM.

HacrosimoTo m3cnensane pasriexaa Bpb3Kara MEXIY MOJICKYJISPHO-TEHETHYHHS
npod I ¥ HAYMHA Ha )KUBOT C 1)1 TM(epEeHIIMpaHe Ha BUCOKO YyBCTBUTEIIHA IPyIia
pabOTHUIIM OT OarepuiiHaTa W pEUUKIMpAIaTa MPOMHUILICHOCT B bbirapus,
W3JIOKEHU Ha BIHMSHHE Ha 0J0BO. [IpoyuBaHeTo Ha TEHETUYHH BApUAHTH B
pa3sIUYHA TeHH, KOUTO Ca MPSKO WM KOCBCHO CBBP3aHH C METa0OJIM3Ma WIIH
TOKCUYHHTE €(eKTH Ha OJIOBOTO, O JOTPUHECIIO 32 MOA0OpsIBaHE HA IPEBEHIIUSATA
MIPU €KCMO3UIIHS KbM KaHIIepOTreHu. BhIipeku ToBa, BCe Ol JTUICBA XapMOHHU3AIHS
MCKAY JAHHHUTEC, IIOJTYUCHHU OT TCKYIIH U3CJICABAHUA, KOUTO PA3rICKIAT pa3jIniHn
HOJ'II/IMOp(i)HI/I BApPHUAHTH U TCXHUTC aCorualii ¢ OCHOBHUTC METa00JIUTHHU II'bTHUIIIA

N TOKCHUYHOCTTA Ha OJIOBOTO.

ABSTRACT

There is still a risk of occupational lead poisoning in workers involved in the
production and processing of batteries, tubes and cables, balls, paints, plastics,
stabilizers, lead glass, in metallurgy - in the production of lead alloys, soldering,
glazing and decoration of ceramic products with lead compounds, lead coatings,
production and use of lead oxides. Lead inhibits the activity of enzymes involved in
heme biosynthesis (3-amino-levulinic acid dehydratase) (ALAD) by blocking their
sulfhydryl groups, which in turn leads to an increase in ALAD and coproporphyrin

in the urine.



The study of genetic polymorphic variations in the genes responsible for
metabolizing enzymes (ALAD dehydratas) against the health condition and lifestyle
may provide an additional opportunity to clarify individual sensitivity to lead. That
genetic factors are part of a larger complex in the definition of heavy metal-sensitive
individuals. Such inter-individual genetic differences together with other
environmental factors may form a unique phenotype and therefore a distinctive
response of individuals to toxins found in their environment. Therefore, the
identification of variants in genes related to the mechanism of lead toxicity, as well
as their interactions with other environmental factors, will provide important data
not only for individual differences and identification of sensitive groups of
individuals, but also for the development of new preventive and/or therapeutic
approaches.

The present study discusses the relationship between the molecular genetic profile
and lifestyle in order to differentiate a highly sensitive group of workers from battery
and recycling industry in Bulgaria, exposed to lead. The study of genetic variants in
various genes that are directly or indirectly related to metabolism or the toxic effects
of lead would contribute to improving the prevention of carcinogenic exposure.
However, there is still no harmonization between the data obtained from current
studies examining different polymorphic variants and their associations with major

metabolic pathways and lead toxicity.

16. Jumbapesa /. (2022). I[IPOBHOTHYHH MHKPOOPIAHU3MH H
KO3METHKA, bvneapcko cnucanue 3a oougecmeeno 3opaese, 2022, 14 (4), 59-
65, ISSN 1313-860X.

PE3IOME

MHoBanMuTEe U TEXHOJIIOTMUTE B IPOU3BOJCTBOTO HAa KO3METUYHM MPOLYKTH IIPE3
20-1 BeK BOJIAT HHAYCTPUSATA 10 ObP3 pacTex, KaTo €JHOBPEMEHHO C TOBa Ch3/aBaT
MHOTO TPUTECHEHHs Ha TMOTPEOUTENUTE 10 OTHOIIEHHE Ha 3]paBeTo,
0€30I1aCHOCTTa, OKOJIHATA CPeJja U TECTBAHETO BbPXY KUBOTHHU.

[TonacrosimeM UWHTEPECHT KbM KO3METUYHHUTE CpEICTBA C (DYHKIIMOHAIHO
npeHa3HauYeHHe ce Bb3POAU, IOPaaIn Bh3MOKHOCTHUTE 3a IBJIOOKO MOYMCTBAHE HA
KOJXKaTa, TOHU3MpaHe, OBIAXKHABAHE, 3allUTa U HE Ha IIOCJIEIHO MSCTO MOpaigu

BB3MOXHOCTHUTC 3a IOCTUTaHE HA MAAAII0 OTHOIICHHUE KbM IIPpHUPOJaTa U YOBCKA.



ABSTRACT

Innovations and technologies in the production of cosmetic products in the 20th
century led the industry to rapid growth, while at the same time creating many
concerns for consumers regarding health, safety, the environment and animal
testing.

Currently, the interest in cosmetic products with a functional purpose has been
revived, due to the possibilities for deep cleaning of the skin, toning, moisturizing,
protection and, last but not least, due to the possibilities of achieving a gentle attitude

towards nature and people.

17. /lonka /[umoapesa, Kpacumupa Bacuneea, Hnusana Haiidenosa, I[eema
T'eopeuesa (2023). KIIOYOBH 3AMBPCHTEJIH, IIOJIYYEHH IIPH
HU3IIOJIBAHETO HA BHOI'OPHBA H PHUHCK 3A 3/IPABETO, Bwvacapcko
cnucanue 3a oouecmeeno 3opase, 2023, Tom 15, kn. 2, 61-69 ISSN 1313-860X

PE3IOME

OneHkara Ha TOKCHUYHOTO BB3JICHCTBHE Ha KIIOYOBU 3aMBbPCUTENH, KaTo (PUHU
npaxoBu yactuuu (PIIY) um TexHM OpraHUYHM EKCTPAKTH, IOIY4YEHU IMpU
U3IMOJI3BAHETO Ha AJITEPHATUBHU CBHBPEMEHHU OMOropHBa, € OT ChIIECTBEHO
3Ha4YeHHE B HAI[MOHAJIEH, PETHOHAJIEH U MeXayHapojaeH mamiabd. Camo mpe3 2016
r., no ganHu Ha C30, 3aMBbpCABAHETO HAa Bb3AyXa € NPUUMHWIO 4.2 MUIMOHA
CMBPTHU ciyyasi. 3uncieHo e, ue Ha 3aMbpCIBaHETO Ha Bb3AyXa C€ IbJIKAT IOJIsIM
J1 OT CMBPTHUTE Cllyyau Nopaau 3a0olsiBaHMs], Hali-Beye Ha JuxaTejHaTa U Ha
ChpACYHOCHJIOBaTa CHUCTEMa: pak Ha Oenute 1poboBe — 29%, XpoHMYHA
obctpykTuBHa 6enoapobdHa 6omnect (XOBB) — 43%, ncxemMnyHa 60JecT Ha CHPIETO
- 25%, uncyntu — 24%. U3BecTHO €, 4e cpes OCHOBHUTE (DaKTOPH, ydacTBALIU B
naToreHe3aTa Ha M30poeHHMTE 3a0o0JyisiBaHMs, OCHOBHA pOJIi HMMAaT JIOKAJHU U
CUCTEMHHM BB3MAJIUTEIHU MIPOLECH, KAKTO U I€KOMIIEHCUPAaH OKCUAATUBEH CTpEC.
EdexTrBeH moaxo 3a oljeHKa Ha AUPEKTHOTO UM Bb3AEUCTBUE BbPXY KJIeThUHATa
CUCTEMa € OIlpe/iesiHE Ha HAIMYUETO Ha LUTOTOKCUYHU €(PEeKTH, KAKTO U aHaJIu3
Ha MEXaHU3MUTE UM Upe3 ONpeIeiTHE Ha IUPEKTHO CTPYKTYPHO YBPEXKAaHE BCIIE/I-
CTBHE OKCHJATMBHO MOAM(DUIIMpPAHE HA KJIETHUYHHUTE MPOTEHHU U MHIUPEKTHO —
Yype3 MPOMsIHA Ha TeHHAaTa EKCIPEeCcHus U MOCIeIBAIH aJalTUBHYU MPOLIECH, BOAELIN

0 TOTEHIMAJIHO NaTOJOrM4YHU wu3MeHeHus. Hacrosimara paGota mnpencrtaBs



ChBPEMEHEH TIperjie/] Ha HW3MOJ3BAaHW MOJEKYJIHH OHOMapKepu 3a OIleHKAa Ha
OKCHUJIATUBEH CTPEC U IUTOTOKCHYHU €(DEKTH BHPXY KICTHYHU CUCTEMH, B PE3yJITAT
Ha JUPEKTHOTO Bb3jAcicTBHE HA DPIIY U chabpKaAIUTE CE B TAX XMMHUYHHU BELIE-
CTBa, TMIOJYyYCHU B TIpolieca Ha TEPMUYHO IIpeoOpa3yBaHe Ha TBBPIU U3KOMAEMU U

AITCPHATUBHU IOpHBa.

ABSTRACT

Assessment of the toxic impact of key pollutants, such as fine particulate matter
(PM) and their organic extracts, resulting from the use of alternative modern
biofuels is essential at national, regional and international scales. In 2016 alone,
according to the WHO, air pollution caused 4.2 million deaths. It is estimated that
air pollution is responsible for a large proportion of deaths due to diseases, mainly
of the respiratory and cardiovascular systems: lung cancer - 29%, chronic
obstructive pulmonary disease (COPD) - 43%, ischemic heart disease - 25%, strokes
- 24. It is known that local and systemic inflammatory processes, as well as
decompensated oxidative stress, play a major role among the main factors involved
in the pathogenesis of the listed diseases. An effective approach for evaluating their
direct impact on the cellular system is determining the presence of cytotoxic effects,
as well as analyzing their mechanisms by determining direct structural damage due
to oxidative modification of cellular proteins and indirectly - by changing gene
expression and subsequent adaptive processes leading to potentially pathological
changes. The present work presents a state-of-the-art review of molecular
biomarkers used to assess oxidative stress and cytotoxic effects on cellular systems,
as a result of the direct impact of PM and their contained chemical substances

obtained in the process of thermal conversion of solid fossils and alternative fuels.



18. X. /Aumébapes, Ile. I@eopcuesa, /I. /umoéapesa (2023). OIIPE/[EJIAHE
AJIEJIHATA YECTOTA H PA3IIPEJEJIEHHETO HA OTAE/IHHTE
XAIUIOTHIIOBE CPEJ] BBJIT'APCKA IIPO®ECHOHAJIHO
EKCIIOHHPAHA HA OJIOBO IIOIIYJIALIHA HA BbA3ATA HA ALAD
T'EHEH IIOJTHMOP®U3BM (RS1800435C/G) H BB3IMOKHOCT 3A4
HU3ITO/I3BAHE KATO IIPOIHO3EH BPUOMAPKEP 34 IIPEBEHIIHA HA
O/IOBHA HHTOKCHKAIIHUA, Bvnzapcko chucanue 3a odujecmeeno 3opase,
2023, Tom 15, kn. 3, , 50-55 ISSN 1313-860X

PE3IOME

BbBenenue: OnoBOTO NHpeACTaBisiBa CUIHO TOKCHYEH METal, YHETO LIUPOKO
pa3npoCTpaHEeHUE € MPUYMHA 33 3HAUUTENIHN 3aMbpPCABAHUS HA OKOJIHATA cpesia U
3/IpaBOCIIOBHH TPOOJIEMH B CBETOBEH Mamiald. Penuiia CKOpOIIHM MPOyYBaHUS
YCTaHOBHXA, Y€ XPOHUYHOTO M3JIaraHe Ha OJOBO BOJM JO OTPABSIHE C OJIOBO C IO-
BHCOKa 4YECTOTa OT oOdakBaHaTa. Bb3HHMKBaT Bbopocu: KakBu mnokazarenu ce
u3cnenBar Inpu npodecuoHanHo excnoHupanu Jsmuna? Iloaxomsmum nu  ca?
Heo6xonumu nu ca HOBU cTpaTeruu U O6uomapkepu? VMma nu mpocieauMocT Ha
pe3yaTaTuTe B JUHAMUKATa W KAaKBU Ca YCTOMYMBUTE MEPKH 332 HaMaJsiBAHE Ha
pucka?

[len: LlenTa H a H acTOSAILIOTO U 3CJEBAHE € J a C € O Mpe/iein ajeaHaTa 4ecToTa 1
pasnpeaeseHNeT0 Ha OTAETHHUTE XaIUIOTHIIOBE cpej Obiarapcka MmpohecHOHAIHO
eKCIIOHMpaHa Ha 0JIOBO mnomynanus Ha 0a3ara Ha ALAD reneH momumopduszbsm
(rs1800435C/G) n Bb3MOKHOCTTA 32 U3MOJI3BAHETO MY KAaTO IIPOTHO3EH OMOMapKep
3a MIPEBEHIUS Ha OJIOBHA MHTOKCHKAIIHS

Marepuan u metoau: OOGeKT Ha TOBa m3cieaBaHe ca 61 MBbXke OT Obiarapckara
MHAYCTpUS 3a peuuKiupaHe Ha Oatepuu. M3mepeHu ca cieaHute OMOMapKepu:
pasnpenenenue Ha mnoaumopdusma rs1800435C/G upes RT-PCR wmeron;
ChJIbpXKaHKE Ha 0JIOBO B KPbBTA; XeMATOJIOTUYHU U OMOXMMHUYHU MTapaMeTpH; HUBa
Ha JIAJIK (menra-aMuHO JIeBYJIMHOBA KHCEJIMHA) B ypUHATA.

Pesynratu u oOcwxnane: JlaHHUTE OT F€HOTUITU3UPAHETO MOKA3BAT KaTErOpUYEH
npeBec Ha xomo3uroteH CC reHotumn ¢ yectora ot 77,05%, copsiMmo 4ectoTa OT
22,95% xereposuroreH CG reHoTun cpexn usciaensanute. llpu mnauBuaure c
xerepo3uroreH CG TeHOTHIT KaTo 1510 ce HabJoaBaT Mo-BUCOKM HUBA Ha OJOBO

B KPBBTa CIIPSMO UHIUBUINUTE ¢ XOMO3UTOTeH CC TeHOTHTII, KOETO TH OMPEeest



KaTo MOIyJIalUs B PUCK, 3apaJd O-BUCOKATa UM UHIUBUYyAIHA YYBCTBUTEIHOCT
KbM OJIOBHA MHTOKCHKAIIMS YCTAaHOBEHU Ca TEHACHIIMU Ha 3aBHCHUMOCT MEXKIY
reHotuna u exkckpenusira Ha JAJIK B ypuHata B mocoka MOBHIIEHA YpUHHA
ekckpenus Ha JIAJIK pu xetepo3urorure.

3akimodyenue: TpyaHo € na ce peld KOl TeHOTHH € ,,3aCTpalleH’ WM T.Hap.
,»[CHOTHIT B PUCK", ThI KATO pe3yATaTUTE MOKA3BaT, Y€ BCEKU ICHOTHII € MOJATINB
HA €IWH WIM IOBeYe HeOmaronmpusiTHU (akTOpu Ha cpenara. YCTaHOBEHHU ca
TEHJECHLUMHA Ha 3aBUCHUMOCT MEXIYy EKCKpEUHATa Ha OJOBO M TE€HOTUIIHOTO
pasmpeneieHe, KOUTO HajaraT M0-331bJI00UEHU MPOYYBaHUS 32 MOTBbPXKIaBaHE

HJIM OTXBBPJIAHC HA Ta3U XUIIOTE34a.

ABSTRACT

Introduction: Lead is a highly toxic metal whose widespread use is the cause of
significant environmental pollution and health problems worldwide. A number of
recent studies have found that chronic exposure to lead leads to lead poisoning at a
higher rate than expected. Questions arise - what indicators are examined in
occupationally exposed persons; are they suitable? Are new strategies and
biomarkers needed? Is there traceability of the results in dynamics; What are the
sustainable risk mitigation measures?

Aim: The aim of the present study is to determine the allelic frequency and
distribution of individual haplotypes among a Bulgarian population occupationally
exposed to lead based on the ALAD gene polymorphism (rs1800435C/G) and the
possibility of its use as a predictive biomarker for the prevention of lead intoxication.
Material and methods: The subjects of this research are 61 men from the Bulgarian
battery recycling industry. The following biomarkers were measured: distribution
of the rs1800435C/G polymorphism by RT-PCR method; blood lead content;
hematological and biochemical parameters; dALA (delta-amino levulinic acid)
levels in urine.

Results and Discussion: The genotyping data show a definite predominance of
homozygous CC genotype with a frequency of 77.05% compared to a frequency of
22.95% heterozygous CG genotype among the examined. Individuals with the
heterozygous CG genotype generally have higher blood lead levels compared to
individuals with the homozygous CC genotype, defining them as a population at risk

because of their higher individual susceptibility to lead intoxication. Trends of



dependence between the genotype and dALA excretion in urine were found in the
direction of increased urinary dALA excretion in heterozygotes.

Conclusion: It is difficult to decide which genotype is ,,threatened, or so-called.
»genotype at risk* because the results show that each genotype is susceptible to one
or more adverse environmental factors. Trends of dependence between lead
excretion and genotypic distribution were found, which warrant further studies to
confirm or reject this hypothesis.

19. . Auméapesa, 3. /lenkosa (2023). BHOIOTHYHO KOHCEPBHPAHE HA
KPEMOOBPA3HA MACA — BAJICAM 34 KOCA C BIFIDOBACTERIUM

BIFIDUM, Bwvazapcko cnucanue 3a oougecmeeno 3opaee, 2023, Tom 15, kn. 4,
77-82 ISSN 1313-860X

PE3IOME

BeBenenue: BraumsiHmero Ha TpoOMOTHYHHMTE OaKTEPHUHM BBPXY UOBEIIKATa
¢du3nonorus npoabiikaBa a Oblle 00EKT Ha Bce MOBeue HAOIIOACHUS U HOBU
Hayunu daktu. C mam Bifidobacterium bifidum u ¢ nu3ar ot Hero e koHcepBHpaHa
KpeMmooOpa3Ha maca — Oajcam 3a Koca 0e3 KOHCEpPBaHTH, MPEJOCTaBE€HA HU OT
ko3MmetnyHa upma B bearapus. [lonydenute 6aicamu 3a Koca ca CbXpaHsIBaHH Ha
CTaliHa TeMIepaTypa B IpoAbKeHHe Ha 12 Mecena.

Llen: Llenra Ha HacTosaTa paboTa € J1a ce MPOyyYH MOTEHLMAIHATa Bb3MOKHOCT 3a
npuioxenneto Ha Bififobacterium bifidum 3a GuonormuHo KoHcepBHpaHE Ha
KpeMooOpa3Ha Maca — 6ajicam 3a Koca.

Marepuan u meroau: B paborata e minonssan mam Bifidobacterium bifidum c
npobuoTuyHM cBoiicTBa. [Ipocnenenu ca usmenenuero Ha pH, KoHLEHTpaMsITa Ha
JKU3HECIIOCOOHM KIJIETKM Ha NPOOMOTUYHM OakTepuu M MHUKPOOMOJIOTHUYHHUTE
MIOKa3aTeIH.

Pesyntatu u oOcbxaaHe: ONWTHUTE JaHHU [OKa3BaT, de OancaMmuTe,
KOHCEPBHUPAHU C MPOOMOTHYHU OAKTEPUH U JIN3AT OT TAX, UMAT cJ1ab0 U3MEHEHUE B
cToitHocTHTE Ha pH, Karo mo-oce3aeMo € TO B MPUCHCTBUETO HA JKUBU KIIETKH Ha
Oaktepunte. [IpoOute OTroBapsT Ha KpUTEpPUUTE 3a MUKPOOHOIOrHMYHA
6e3omacHocT. Ilpm koHTponmata oOmuAT Opoit  Me30hMIHHM aepoOHU W

(akynraTuBHO aHaepoOHM OakTepum jgoctura go 1,1*¥10° cfu/g, mokato mpu



npoOuTe ¢ TPOOMOTHYHH OakTepuu OOmMIT Opod Me30huIHU aepoOHH |
¢daxynTatuBHO aHaepoOHU OakTepuu ce 3anaspa noj 10 cfu/g.

3akmoyeHue: b MOJIOrMYHOTO K OHCEpPBUpAHE H a K peMOOOpa3HU MAacH C KHUBH
KJICTKH Ha Ou(puIo0aKTeprH OCHTypsiBA BHCOKAa MHKPOOMOJIOTMYHA YUCTOTA H

3ara3€Ha OpPraHoJICIITHKA 3a 12 Mecena.

ABSTRACT

Introduction: The influence of probiotic bacteria on human physiology continues to
be subject to more and more observations and new scientific facts. A creamy mass
- hair conditioner without preservatives provided to us by a cosmetic company in
Bulgaria is preserved with a strain of Bifidobacterium bifidum and its lysate. The
resulting hair conditioners were stored at room temperature for 12 months.

Aim: The purpose of the present work is to investigate the potential application of
Bifidobacterium bifidum for biological preservation of a creamy mass - hair
conditioner.

Material and methods: A strain of Bifidobacterium bifidum with probiotic properties
is used for the study. The change in pH, the concentration of viable cells of probiotic
bacteria and the microbiological parameters were monitored.

Results and Discussion: Experimental data show that balms preserved with probiotic
bacteria and their lysate have a slight change in pH values, which is more noticeable
in the presence of live cells of the bacteria. The samples meet the microbiological
safety criteria. In the control, the total number of mesophilic aerobic and facultative
anaerobic bacteria reached 1.1*10° cfu/g, while in the samples with probiotic
bacteria, the total number of mesophilic aerobic and facultative anaerobic bacteria
remained below 10 cfu/g.

Conclusion: Biological preservation of creamy masses with living cells of
bifidobacteria ensures high microbiological purity and preserved organoleptic

properties for 12 months.



20. C. Apcoea, E. Kyzoea, K. Bacunesa, /lumoapeea /l., Il. I'eopzuesa (2023).
Ckpumume npeou3zeuKkamencmeda ¢ emuKkema Ha Xpanama om HAWAmMa YuHu .

Haylcama 3a Xpanene ¢ OueHKa na HacmoAaui,emo u nozneo Kom 61;()eu4emo,

Be3znu-4, 2023, 234-238 ISBN 978-954-9977-93-6

PE3IOME

B cpBpeMeHHUsI CBAT, CME U3MIPABEHU IPE] peaulia PEeAU3BUKATENCTBA, €IHU OT
KOUTO C€ CKpPUTUTE PUCKOBE Ha Hamiara Tpare3a. HaydyHUST ¥ TEXHOJIOTHYHUSAT
HanpeabK JOBENE J0 MPOMEHU B IPOU3BOJCTBOTO HAa XpaHW, Ch3JaBallKu HOBHU
CHhCTaBKU M HOBH TPOM3BOJCTBEHU Nonaxoau. HapactBa, o6aue Opos Ha cirydanTe
Ha (ammupuimpane, KOUTO MOrarT Ja NpPEACTaBIsABAT PHCK 3a 3/paBeTO Ha
MOTpeOUTETUTE.

[Ipe3 mocneqHuTe rOJUHU ce OTOENA3Ba U 3HAYUTENEH PBCT MPH XPaHUTECIHUTE
anepruu. [lopaau xapakrepa Ha aJleprUYHUTE CbCTOSHUS U JIUIICATa Ha MOAXO0/AS11Ia
Tepanusi, MAlMEeHTUTE C aJepruu, TpsiOBa CTPUKTHO Ja HM30SrBaT KOHKPETHUTE
aneprenu B auerara cu. B Ilpunoxenue 2 nHa Pernmament (EC) Ne 1169/2011 ca
nocoyeHu 14 rpynu XpaHH, BEUIECTBA WU NPOAYKTH OT TAX, KOUTO HAW-YECTO
IPUYMHSABAT aJIEPIUM UM HEMOHOCUMOCT U CJI€/IBa CTPUKTHO J1a ce HabJI01aBaT u
KOHTPOJIUpPAT.

CrpiiecTByBa 0011l CTAaHAAPT 32 €TUKETHPAHE Ha MPEBAPUTEITHO OMAKOBAHU XPaHU
Codex Standard 1-1985, BkirouBalll 3aab/DKUTEIHATa HHGOPMAIHS 38 XpaHHTE,
KOSITO C€ MOCTaBs JUPEKTHO Ha OMAKOBKAaTa WM Ha €THKETa, IPUKAYeH KbM Hesl.
BbBekaHeTo Ha eIWHHM TpaBWIIA MPH €TUKETHPAHETO HA XPAHUTE OCUTYpsBa
0e30MmacHOCTTa Ha TMOTpeOHUTeNss U Cbh3AaBa MO-IOOpU YCIOBUS 3a JIOsUTHA
KOHKYPEHIIUs IPU TPOU3BOJICTBOTO, MIpoJaxkbaTa, pekjamara Ha xpaHurte. Enun ot
OCHOBHUTE MPHUHIMIIKA Ha 3aKOHOJATEJICTBOTO B O0JIacTTa Ha XpaHUTE € Jia
NPEIOTBPATAT U MPAKTUKU, KOUTO MOTAT J1a 3a0IyAsIT OTPEOUTES.

JlokaTo 3aKOHOAATEJCTBOTO 3a ETUKETHpaHE TrapaHThpa HHPOPMHUPAHETO Ha
norpeduTenure, O€30MacHOCTTa Ha  XpaHUTE ce TOKpUBa OT  JPYro
3aKOHOJATENCTBO, a UMeHHO- Pernament (EO) Ne 178/2002. ToBa 3aKkOHOAATEICTBO
ycraHoBsiBa EBpomneiicka cuctema 3a Obp30 NHpenynpexIaBaHe Ha JIbp:KaBUTE
YIIEHKH TI0 BBIIPOCUTE 3a O€30MacHOCTTa Ha XxpaHute - RASFF

W3mamu ¢ XpaHu ca ,,BCSIKO MPENroyiaraeMo YMUIIUIEHO ACHCTBHE OT cTpaHa Ha

(I)I/IpMI/I nIn (I)I/I3I/I‘{eCKI/I Jiuia € [eJI U3MaMa Ha KyIyBAuUTC U CIICUCIIBAHC Ha



HEIPaBOMEPHO 00J1aro/IeTeICTBaHE OT TAX, B HAPYIIEHHUE HA MTpaBUIIaTa, IOCOUYEHU
B wied 1, maparpad 2 ot Permament (EC) Ne 2017/625 (3akoHODAaTeiICTBOTO B
obyacTTa Ha arpoxpaHuTenHarta Bepura)’. Te3w yMHIJICHM HapylIICHUS Ha
3akoHozaarenacTBoro Ha EC B obnacTTa Ha arpoxpaHuTeNIHAaTa Bepura morar Ja
BB3NPENATCTBAT MPABIIIHOTO (PYHKIIMOHUPAHE HA BHTPEIIHUS Ma3ap U ChIIO Taka
MOTaT Ja MpeACTaBIsIBAT PUCK 32 3[PABETO HA XOPaTa, >)KUBOTHUTE UJIU PACTECHUSATA,
KAaKTO M 32 XyMaHHOTO OTHOILIIEHHME KbM >KMUBOTHHUTE WJIM 3a OKOJHaTa cpena (B
Clly4auTe Ha  TE€HETHYHO MOAU(DUIMPAHUTE OPraHU3MU M NPOAYKTUTE 3a
pacTuTenHa 3alluTa).

Haii-o0mio, mpuiaraneto, KbM HACTOSIIMS MOMEHT HaIlMOHaTHO U EBporeiicko
3aKOHO/IATEJICTBO CE€ CTPEMH JIa OCUTYpsiBa UHPOPMHUPAHOCT U J1a MO AbPHKA BUCOKO
paBHUIIIE HA 3allUTa HAa TOTpeOUTEs.

[Ipeceynata Touka MEXIy KauecTBOTO M Oe30MacHOCTTa Ha XpaHara,
ABTEHTUYHOCTTA Y TOBA Jalv € TS € Gammuduimpana, ¢ naboparopusra. MiMeHHO
TaM ¢ TIOIX OIS AaHATUTUYHH TIOIXOM MOXKe J1a Obie 00EKTUBHO JIOKa3aHO KAKTO
ChCTaBa, Taka 1 0€30MacHOCTTA Ha U3clieABaHaTa XpaHa. MoIepHUTE MOJIEKYISIPHO-
TeHEeTUYHU METOJU M03BoJIABAT BUAOBa uaeHTudukamus Ha JJIHK B xpanutennure
MaTpUIM ¥ YCTAHOBSBAHETO HA MOTCHIIMAIHM ajiepreHd. TakbB € €IuH OT Hai-
TOYHHUS, MPELU3EH U BUCOKO CTICHM(PUUEH METO/I - MOJTMMEpPa3Ha BEPUIKHA PEAKIIUS
B peanHo Bpeme. J(M3aliHbT Ha METO/a MO3BOJISIBA, /1a CE€ ONPEAENH alu JajeHa
JIHK Ha KMBOTHO MM pacTeHHE MPUCHCTBA B XPAHUTEJIEH MPOAYKT U MOXKE Ja Ce
M3MOJI3Ba KaKTO 3a BHUJIOBA MJICHTU(HUKAILMS, Taka M 3a OTKPUBaHE Ha OakTepuu,

BHUPYCH ¥ T€HETUYHO MOIU(UIIUPAHU OpPTraHU3MHU.

ABSTRACT

In the modern world, we face a range of challenges, among which are the hidden
risks on our plates. Scientific and technological advancements have led to changes
in food production, creating new ingredients and novel processing approaches.
However, the number of adulteration cases is rising, which can pose risks to
consumer health.

In recent years, a significant increase in food allergies has also been observed. Due
to the nature of allergic conditions and the lack of suitable therapies, patients with
allergies must strictly avoid specific allergens in their diet. Annex Il of Regulation

(EU) No 1169/2011 lists 14 groups of foods, substances, or products derived from



them, which most frequently cause allergies or intolerances and must be strictly
monitored and controlled.

There is a general standard for the labelling of prepackaged foods, Codex Standard
1-1985. It includes mandatory food information that must be placed directly on the
packaging or on a label attached to it. The introduction of unified rules for food
labelling ensures consumer safety and creates better conditions for fair competition
in the production, sale, and advertising of foods. One of the fundamental principles
of food legislation is to prevent practices that may mislead the consumer.

While labelling legislation guarantees consumer information, food safety is covered
by separate legislation, namely Regulation (EC) No 178/2002. This legislation
established the European Rapid Alert System for Food and Feed (RASFF),
facilitating rapid warnings among member states on food safety issues.

Food fraud is defined as "any suspected intentional action by businesses or
individuals to deceive purchasers and gain an undue advantage from them, in
violation of the rules referred to in Article 1(2) of Regulation (EU) 2017/625
(legislation on the agri-food chain)". These intentional violations of EU agri-food
chain legislation can undermine the proper functioning of the internal market and
may also pose risks to human, animal, or plant health, as well as to animal welfare
or the environment (in the case of genetically modified organisms and plant
protection products).

In general, the current enforcement of national and European legislation aims to
ensure transparency and maintain a high level of consumer protection.

The intersection point between food quality, safety, authenticity, and potential
adulteration is the laboratory. It is there, using appropriate analytical approaches,
that the composition and safety of a food product can be objectively proven. Modern
molecular-genetic methods allow for species identification of DNA in food matrices
and the detection of potential allergens. One such method is real-time polymerase
chain reaction (PCR), which is among the most accurate, precise, and highly specific
techniques available. The design of the method allows for the determination of
whether DNA from a specific animal or plant is present in a food product, and it can
be used for both species identification and the detection of bacteria, viruses, and

genetically modified organisms.



21. X. /lumoapes, /. /lumobapesa, 1le. I'eopzuesa (2024). AHAJIU3 HA BPh3KATA
MEK/]Y MOJIEKY/IAPHO-TEHETHYHHUA ITPO®H)I H HAYHHA HA
KHBOT C IEJ PASI'PAHHYABAHE HA CHJIHO 4YYBCTBUTEJIHA
I'PYIIA PABOTHHIIH B BBJIT'APCKATA HHJIYCTPHA C O0OJIOBO,
Bvnzapcko cnucanue 3a oowecmeeno 30pase, 2024, Tom 16, ku. 1, 72-78 ISSN

1313-860X

PE3IOME

BwBenenue: IlpodecronanHara eKCmo3ulds Ha OJOBO Ce€ Hapexia cpel
CEpUO3HHUTE 3APAaBHHU IPEIU3BUKATEICTBA 32 PAaOOTHULIUTE, M3I0KEHH HA TO3U
TEeXKBbK MeTal. TOKCMYHHMTE CBOMCTBA HAa OJOBOTO, HEBB3MOXHOCTTA 3a JIECHA
eMMUHALINA, PAa3NpPEIeICHUETO My B pa3lIMYHU ThKaHU U BPEJHOTO Bb3JEHCTBUE
BbPXY HEpBHATa CHCTEMa IO IMpPaBsT OCOOEHO PUCKOBO 3a MpodecroHaTHUTE
o0nacTy, KbJIETO eKco3uuusTa e yecra. Hacrosimara cratus pasriex/ia Bpb3Kara
MEXy MOJEKYJISIPHO-TEHETHYHUS MPO(UI M HAYMHA Ha KUBOT Ha pabOTEIIUTE B
Te3W UHIYCTPUH KaTO KIOUOBH (aKTOpU B pa3zdOMpaHETO Ha BB3JACHCTBUETO HA
npodecrnoHanHaTa eKCIO3UIIMSI Ha 0JIOBO B paboTHATa cpeja.

Ilen: Jla ce ompenenu Bpb3KaTa MEXIY MOJEKYJISPHO-TEHETUUHUS Npodui u
HauMHa Ha )KUBOT C IIeJ1 pa3rpaHnYaBaHe HA CUIIHO YyBCTBHUTEIHA rPpyra pabOTHHIIN
0T aKyMyJjaTOpHaTa M peuuKiIupaiiata uHayctpus B bearapus, npodecrnoHanHo
M3JI0’KEHU Ha 0JIOBO.

Marepuan u meroau: O0ekT Ha ToBa u3cieaBane ca 80 mbxe u 12 xxenu (Bu3pacrt:
24-61 1.) oT OBJATApCKaTa MHAYCTPHS 32 pEIMKIMpaHe Ha Oarepun. M3mepenu ca
clieJHUTE OMOMapKepH: ChIbpKaHHUE Ha 0JIOBO B KpbBTa, HUBa HAa DALA B ypuHara
U pasnpezaeneHue Ha nonumopgusma Ha rs1800435C/G. ITonb/iHEH € BBIIPOCHHUK 32
HaunHa Ha )KUBOT.

Pesynratu u obcwxaane: HabmronaBanu ca xopenanuu mMexay HuBara Ha Delta-
ALA (DALA) B ypuHaTa U 0JOBO B KpBB IO TeHOTHUII. Bee ole e TpynHo aa ce
peln KON IeHOTHII € TeHOTHII ,,B pUck®. CieaBa 1a ce YCTAaHOBU M B3€ME IMOJ
BHUMaHME KOHTPOJHA TIpymna OT 3/ApaBH, HEEKCIIOHMpaHW Jjuma. PabGoTHuuuUTE,
KOUTO MyIIaT, ca M3JO0KEHU Ha MO-TOJIIM PHUCK OT HHTOKCHUKAIMS C OJIOBO,
OTKOJIKOTO HemyImayuTe. [Ipu HacTosm0TO H3cieIBaHe MECTOKUBEEHETO HE OKa3Ba
BJIIMSIHUE BbPXY KOHIIGHTpALUATa HA OJIOBO B KpbBTa. 50% OT pabOTHUIIMTE UMAT

TPYHAOB CTAXK MO 5 rOAWHHU, ITOPAaH KOCTO € HCOGXOJII/IMO IO-IIUPOKO NPOYYBAHC.



3akmoyeHue: OJ0BOTO MPECTABIABA 3HAUUTENEH 3/IPABEH PUCK 32 paOOTHULIUTE,
npoeCHOHATHO HM3JI0KEHW Ha TO3U TEXKBK MeTal. MOJEeKyJISIpHO-TEeHETHYHUSIT
npopmsi ce sBA-Ba BaXEH HWHCTPYMEHT 3a MPEIBAPUTEIIHO ONpeAeisHE Ha
pHCKOBeTe 3a 3acerHarute paOoTHHIM. B KOMOMHAIuUs C TIOTIOHOIYILIEHETO,
TFeHETUYHUAT Npodui Moxke 1a ObJie cepro3Ha MPEANOCTaBKa 3a IOBULIEH PUCK OT

OJIOBHA MHTOKCHUKaAIWsI.

ABSTRACT

Introduction: Occupational exposure to lead ranks among the serious health
challenges for workers exposed to this heavy metal. The toxic properties of lead, the
impossibility of easy elimination, its distribution in various tissues and the harmful
effects on the nervous system make it particularly risky for occupational areas where
exposure is frequent. The present article examines the relationship between the
molecular genetic profile and the lifestyle of workers in these industries as key
factors in understanding the impact of occupational lead exposure in the work
environment.

Aim: The aim of the present study is to determine the relationship between the
molecular genetic profile and lifestyle in order to distinguish a highly sensitive
group of workers from the battery and recycling industry in Bulgaria, occupationally
exposed to lead.

Material and methods: The subjects of this research are 80 men and 12 women (Age:
24-61) from the Bulgarian battery recycling industry. The following biomarkers
were measured: blood lead content, urinary DALA levels and distribution of the
rs1800435C/G polymorphism. A lifestyle questionnaire was completed.

Results and Discussion: Correlations were observed between urinary Delta-ALA
(DALA) and blood lead levels by genotype. It is still difficult to decide which
genotype is an ,,at risk* genotype. A control group of healthy, unexposed individuals
should be established and considered. Workers who smoke are at greater risk of lead
poisoning than nonsmokers. In the present study, residence had no effect on blood
lead concentration. 50% of workers have less than 5 years of work experience,
therefore a wider study is needed.

Conclusion: Lead poses a significant health risk to workers occupationally exposed
to this heavy metal. The molecular-genetic profile is an important tool for the

preliminary determination of the risks for the affected workers. In combination with



smoking, the genetic profile can be a serious prerequisite for an increased risk of

lead intoxication.

22. /I. /Tumobapesa, Ile. I'eopzuesa (2024). OIIEHKA HA EKCIIO3HI[HATA HA
T'EHETHYHO MO/IHUH®UIIHPAHHU OPIrAHHU3MH (I'MO) - ObIl]

IIPEIJIE/], Bvazapcko cnucanue 3a oouiecmeeno 3opaee, 2024, Tom 16, kn. 1,
79-87 ISSN 1313-860X

PE3IOME

['enetnyno momudunupanure opranuzmMu (I'MO) uMaT MIUPOKO MPHIIOKEHHE B
CEJICKOTO CTONAHCTBO, MEAMIMHATA M MPOMMIICHOCTTa. TEXHMAT TIE€HETHUYEH
MaTepHual € U3MEHEH 10 M3KYCTBEH I'bT C LeJl MOJ00peHHe Ha ONpe/eleHu Xa-
PaKTepUCTHKH WK 00aBsiHe HA HOBH (yHKInU. Beupekn ue MO ce u3non3sar
OT JIECETHMJICTHUS B 3E€MEICNUETO W OMOTEXHOJIOTHATA, TEXHUSAT MOTEHIHMAT 32
BB3JICHCTBUE BBPXY OKOJIHATA CpeJa U YOBEUIKOTO 31paBe NOpaxa 3arpUKEHOCT
cpea oOmiecTBOTO M HayyHata oOmHocT. ToBa Hamara HeoOXOAMMOCTTa OT
o0OeKTHBHA M HAyYHOOOOCHOBaHa OICHKAa Ha ekcrosuiusara Ha MO, 3a ma ce
rapaHTupa TsaxHara OezomacHa ynorpeba. Onenkara Ha ekcrio3unmsra Ha [MO e
Ba)kKHA 3a pa30UpaHETO HA B3aMMOJIEHCTBHETO UM C OKOJHATA Cpelia U YOBEIIKOTO
3npase. To3u mporec ce u3BbpIBa Npeau nmyckanero Ha 'MO B okonHaTa cpena
WIM TPeIu MyCKaHeTO UM Ha ma3apa, ¢ I1eJ1 OL[EHKA Ha MOTEeHIMAIHUTE PUCKOBE U
npeauMcTBa. B Tasu cratus ce pasriexgaT OCHOBHUTE acleKTH Ha OLIEHKaTa Ha

CKCIIO3MIMATA Ha I'MOu MCETOAHUTC, U3IIOJI3BAHU 3a Ta3H IICII.

ABSTRACT

Genetically modified organisms (GMOs) are widely used in agriculture, medicine
and industry. Their genetic material has been artificially modified to improve certain
characteristics or add new functions. Although GMOs have been used for decades
in agriculture and biotechnology, their potential to impact the environment and
human health has raised concerns among the public and the scientific community.
This necessitates the need for an objective and scientifically based assessment of
exposure to GMOs to ensure their safe use. Exposure assessment of GMOs is
important for understanding their interaction with the environment and human

health. This process is carried out before GMOs are released into the environment



or before they are placed on the market, in order to assess the potential risks and
benefits. This article reviews the main aspects of GMO exposure assessment and the
methods used for this purpose.

23. /I. /lumoapeea, E. Kyzoea, E. Yuxosea-Hwuenep, K. Bacuneea, C. Apcoea,
le.I'eopcueea, B. Jlyneea, H. Pawesa (2024) PA3KPUBAHE HA
MOJIEKYJIAPHUTE TAHHH HA YOBEIIIKATA KBbPMA, Buvizapcko
cnucauue 3a oouwecmeeno 3opage, 2024, Tom 16, ku. 2, 84-97 ISSN 1313-860X

PE3IOME

Yoemkara KbpMa, MOYMTaHA 3apagy HECpaBHUMAra CH POJII B XPaHEHETO Ha
OeOeraTa M MMyHHATa 3aIIUTA, IPEICTABIIBA MHOTOCTPAHEH EIIMKCUD, U3ITBIHEH C
MOJICKYJIAPHHU THHKOCTH. HOCHCILHI/ITG IMOCTUIKCHHA B MOJICKYJIsIpHaATa OMOJIOrus
3aJBHKUXa pa361/1paHeT0 HU 3a ChCTaBa Ha MAaWYHMHOTO MIISKO OTBBJ HCTOBUTC
MAaKpOCKOIIMYHHU KOMIIOHCHTH, pa3KpHBaI>iKPI oorara IaereHuna oT OMOAaKTUBHH
MOJIGKYJIM M TEXHHUTE CIOKHU B3aUMOICUCTBHA. Ta3u craTus CHHTE3HMpa Haii-
HOBUTE M3CJIEIOBATEIICKU OTKPHUTHUS, 3abI00YaBaliku ce B pa3HOoOpa3Hus Habop
OT MOJICKYJIHHU CBCTAaBKH, HNPUCHBCTBAIIA B KbpMara, U N3SICHIBAMKN TEXHUTE
MHOTOCTpaHHH POJIH 32 3/IpaBeTo Ha OederaTta. OT aHTHTENA M UMYHHU (DaKTOpH 110
pacTeXHU (DaKTOpU U CTBOJIOBU KJIETKH, HUE MPOyYBaMe MOJEKYJSpPHUTE TailHH,
KOMTO CTOST B OCHOBaTa Ha YHHUKAJIHUTE CBOMCTBa Ha KbpMaTa, XBbPISHKU
CBETJIMHA BBPXY HEHHUTE TBIOOKH MOCITIECTUIIH 3a IETCKOTO XpaHEHE U 37JpaBeTO Ha
Maiikata u eteto. OCBeH TOBa, € MPOCIIEACH JMHAMHYHUS XapakTep Ha ChCTaBa Ha
KbpMara, 1ojiuepTaBaiiki CllocOOHOCTTa My Ja C€ aJlanTHpa KbM MPOMEHSIIUTE ce
HYXIM Ha pactamoro 0Oebe M MOTEHUUHAJIHUTE My [OCIEAULM 32
HEepPCOHATM3UPAHUTE XPAHUTEIHU CTpaTeruu. YUpe3 LSUIOCTHO W3CIeqBaHE Ha
MOJICKYJIAPpHHAA nei3ak Ha MAandIuHOTO MIJIAKO, OTKpUBAaM€ HOBUY II'bTUIIIA 34 HAYYHO
u3cieBaHe U TepaneBTHYHA WHTEPBEHIMS, MpeUlaraiiku Mpo3peHus, roTOBH Ja
PEBOTIOIMOHU3UPAT HAIIUS TMOJXOJ KbM XpaHEHEeTo Ha OeberaTa M TPUXKHUTE B

paHHa BB3pAacCT.
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ABSTRACT

Human breast milk, revered for its unparalleled role in infant nutrition and immune
defense, represents a multifaceted elixir teeming with molecular intricacies. Recent
strides in molecular biology have propelled our understanding of breast milk
composition beyond its macroscopic components, unveiling a rich tapestry of
bioactive molecules and their intricate interactions. This article synthesizes the latest
research findings, delving into the diverse array of molecular constituents present in
breast milk and elucidating their multifaceted roles in infant health. From antibodies
and immune factors to growth factors and stem cells, we unravel the molecular
secrets that underpin breast milk's unique properties, shedding light on its profound
implications for pediatric nutrition and maternal-child health. Moreover, we explore
the dynamic nature of breast milk composition, highlighting its ability to adapt to
the changing needs of the growing infant and its potential implications for
personalized nutrition strategies. Through a comprehensive examination of breast
milk's molecular landscape, we uncover novel avenues for scientific inquiry and
therapeutic intervention, offering insights poised to revolutionize our approach to

infant feeding and early-life care.

Kuzova, E. Y., Dimbareva, D. N., Vasileva, K. V., Arsova, S. D., & Georgieva, T.
P. (2024). THE ROLE OF MIRNA AND PLANT-BASED MIRNA FOUND IN
HUMAN BREAST MILK IN RELATION TO INFANT HEALTH AND
DEVELOPMENT. Archives of the Balkan Medical Union, 59(3), 290-296.
https://doi.org/10.31688/abmu.2024.59.3.04 ISSN: 2558-815X, ISSN: 1584-9244

PE3IOME

MukpoPHK ca manku Hekomaupamm PHK mosnekynu, mpuchCTBamM B KbpMarta,
KOUTO WrpasT XU3HECHOBAKHA pPOJII B EKCIPECHATa Ha TCHHUTE W DPA3IHYHU
OMOJIOTUYHU TIPOIECH, OCOOEHO 3a 3ApaBeTO W pacTeka Ha KbPMayeTo.
CbBpeMeHHH U3CJeIBaHUS MO UepTaBaT 3HAYCHUETO KaKTO Ha €HJIOTEHHUTE, TaKa
u Ha pacturenHuTe MUKpoPHK, mocTenBaim oT XpaHUTETHHS PeKUM Ha MaiikaTta
(kaTo TIOAOBE W 3€ICHUYYIM), 3a (OPMHpPAHETO HAa HMMYyHHATa CHCTEMA,
MHUKpOOHMOMa W ISUIOCTHOTO Onaromonyune Ha OeGeto. Tesm mukpoPHK ce
abcopOupaTr M TpeHacAT JIECHO 10 KbpPMAueTo 4Ype3 KbpMara, BIUSEHKU BBPXY

CbCTaBa Ha YpPCBHATA MI/II(pO6I/IOTa qpe3 CTUMYJIIMPAHC Ha IOJIC3HU 6aKTepI/II/I n



WHXUOWpaHe HAa TATOTEHHW MHKpOOpraHm3Mu. PasHooOpaszeH u OanmaHcupaH
MUKpOOHMOM € OT pelllaBall0 3HAYEHUE 3a ABITOCPOYHOTO 3JpaBe U HMMYHHA
¢ynkuus Ha KbpMmadero. Pazoupanero Ha Gpynkuuute Ha MUKpoPHK B kbpmara u
TEXHUS TEpareBTHUYEH MOTEHIMAJ € OT ChLIECTBEHO 3HaUYEHHE 3a 110100psIBaHE Ha
3IpaBeTo Ha KbpMmayerata. HeoOxoaqumu ca JONBJIHUTENHN U3CIIEABAHNUS, 32 J1a Ce
paskpuaT crneuupuuHuTe ponu Ha pasnuuHute MUkpoPHK B pasButmero nHa

KbpMaueraTa.

ABSTRACT

Micro ribonucleic acids (miRNAs) are small non-coding RNA molecules present in
human breast milk that play a vital role in gene expression and various biological
processes, particularly in infant health and growth. Recent studies have highlighted
the significance of both endogenous and plant-derived miRNAs from the maternal
diet, such as fruits and vegetables, in shaping the infant’s immune system,
microbiome, and overall well-being. These miRNAs are easily absorbed and
transferred to the infant through breast milk, influencing the composition of the gut
microbiota by promoting beneficial bacteria and inhibiting harmful pathogens. A
diverse and balanced microbiome iscrucial for the infant’s long-term health and
immune function. Understanding the functions of miRNAs in breast milk and their
therapeutic potential is essential for enhancing infant health. Further research is

needed to uncover the specific roles of different miRNAs in infant development.

25. /lumoapesa, /l., E. Kysoea, K. Bacunesa, C. Apcosa, Il. I'eopzuesa (2025).
3nauumocm Ha MOKCUKO0ZUYHUME RNPOYUBAHUA NPU OUEHKAma Ha
0e3onacnocmma Ha npoOyKmume HaA MOOEpHUmME OUOMEXHONO2UU 8
ceemnunama na Peznamenm (EQ) Ne 503/2013 - 10 200unu no-xkvcno, Cooprnux
Ha nyoaukayuu om Hayuonanna Kongepenyun no KiuHUYHA MOKCUKOTIOZUA C
MedxcoyHapoono yuacmue, Ilnosous, 08-10.11.24 2., 2025, 136-149. ISBN - 978-
619-237-145-6

PE3IOME
ITpe3 2013 r. e npueT HOB pernaMeHT Ha EBpomnelickata komucust Ne 503/2013 r.

OTHOCHO TpujaraHe Ha IMpoLEAypHd 3a OLEHKa Ha puUCKa Ha TEHETUYHO



moaudunupanute opranusmu (I'MO). [loBauraTr ce MHOXKECTBO BBIIPOCH KaTo:
JAJTA ca HEOOXOAMMH TMO-TIOAPOOHH U3CIICABAHMS 32 H3CJICIBaHE HA OMOIIOTUIHUTE
u gaeiarocpounute epektu Ha [MO? Kak na OIeHHUM eKCIO3UIHUATA IPHU
KOHCyMaIus oT Xxopa u )kuBoTHU Ha ['M xpanu u ¢pypaxu? Ille moamomorue i B
MOCKa aKTyaJIu3UpaHe Ha OCKbHU HAyYHU JIAHHU 10 OTHOLICHHE Ha OIIeHKaTa Ha
oTnanedeHuTe ePeKTH Ha XpaHu, chabpxkamu ['MO?

10 romuHM MO-KbCHO Ca HaJNUIE JIWHAMUYHUA MPOMEHU IO OTHOIICHUE Ha
HABJIM3aHETO HA TEXHUKUTE HA TEHETHYHO PEIaKTHPAHE U Ch3aBaHe HAa TEHETUYHO
Mo upunpanu opranusmMu 6e3 BkiaouBane Ha uykaa JIHK B renoma. [losiBsiBar ce
TEHETHYHO MOJU(UIIMPAHA OPTAHU3MH OT HOBO MOKOJICHUE, WIIH T.HAp. IPOAYKTH
Ha HOBUTE T€HOMHU TEXHUKH HA peAaKTUpaHE.

Bce o1re ocraBa mpeIn3BUKaTEICTBO OLIEHKATa HA €KCIO3UIUATA PU KOHCYMAIIHS
HA TEHETUYHO MOJIU(MUIMpPAHU XpaHH, KaTO OCHOBEH E€JIEMEHT OT OIlCHKaTa Ha
pucka. Bb3HUKBAT U HOBU BBIPOCH, MOIXOJSIIN JIU Ca HOBUTE aJTEPHATUBHU
noaxou (in vitro, in silico), MPUCHITU 32 ChbBPEMEHHATa TOKCUKOJIOTHS Ha 21BuU
BEK. 32 NpeJCKa3BaHe Ha TOKCHYHOCT M allepPreéHHOCT HAa HOBOCHHTE3MPAHUTE

66J'IT’LI_[I/I IIpH OLICHKA Ha pUCKa.

ABSTRACT

In 2013, a new European Commission Regulation No. 503/2013 on the application
of risk assessment procedures for genetically modified organisms (GMOs) was
adopted. It raises a number of questions, such as: Are more detailed studies needed
to investigate the biological and long-term effects of GMOs? How do we assess the
exposure from the consumption of GM foods and feed by humans and animals? Will
it help update the scarce scientific data regarding the assessment of the long-term
effects of foods containing GMOs?

Ten years later, dynamic changes are evident regarding the advancement of genome
editing techniques and the creation of genetically modified organisms without the
insertion of foreign DNA into the genome. A new generation of genetically modified
organisms, or so-called products of new genomic editing techniques, is emerging.
The assessment of exposure from the consumption of genetically modified foods
remains a challenge as a fundamental component of risk assessment. New questions

are also arising: Are the new alternative approaches (in vitro, in silico), inherent to



21st-century toxicology, suitable for predicting the toxicity and allergenicity of

newly synthesized proteins within the risk assessment framework?

26. /lonka /lumoapesa, 3anpana /lenkoea, Pocuya /lenxosa (2025) FUOJIOTHYHO
KOHCEPBUPAHE HA EMYJIICHA BE3 KOHCEPBAHTH C
LACTOBACILLUS PLANTARUM bvacapcko cnucanue 3a o00ujecmeeHo
30pase, 2025, 17 (1), 66-71, ISSN 1313-860X.

PE3IOME

BoBenenue: Bw3nmelicTBueT0 Ha MPOOMOTHUYHUTE OAKTEPUU BBHPXY YOBEIIKATA
(bu3noNorKs MPOIbIKaBa a ObJIC U3CISABAHO BCE MMO-aKTHBHO, KATO CE OTKPUBAT
HOBHU HAay4YHH JJAHHU. 32 HACTOSIIMS EKCIIEPUMEHT € u3mosi3BaH mam Lactobacillus
plantarum u Heros JmM3ar, ¢ KOUTO € KOHCEpBUpPaHa KpeMooOpa3Ha Maca — Oajgcam
3a Koca 0e3 KOHCEpBaHTH, MPEJIOCTaBEH OT KO3METHYHA KOMIAHHs B Bbiarapwus.
[Tony4yenute Gajicamul ca ChXpaHsIBaHU Ha CTaiHa TEMIIEpaTypa B MPOIbIDKCHHAE HA
€/IHa TOJINHA.

[em: /Jla ce mnpoyun NOTEHUMATHATA BB3MOKHOCT 3a IMPUIIOKEHHUETO HA
Lactobacillus plantarum 3a 6uosoruuHO KOHCEpBHpaHe Ha KpeMooOpa3Ha maca —
Oayicam 3a Koca.

Marepuan u Metoau: B nmpoy4BaneTo e usnoassan mam Lactobacillus plantarum,
U3BECTCH ChC CBOMTE MPOOMOTHYHU CBOWCTBA. AHAIM3UPAHH ca TpoMeHuTe B pH,
KOHIICHTpPAIIUATA Ha )KU3HECTIOCOOHHU MTPOOUOTUYHH KIIETKA U MUKPOOHOJIOTHUHHUTE
TOKa3aTeIy.

Pesynratu n o0chkaane: Pe3ynrature oT eKClIepUMEHTA MOKa3BaT, 4e OaicaMuTe,
KOHCEPBUPAHU C TPOOMOTHYHHM OAKTEpUU M TEXHHs JIM3aT, MMAaT MUHHMATHU
POMEHHU B CTOWHOCTUTE Ha pH, KaTo Te3u MPOMEHHM ca MO-U3pa3eHH NP HATHIHE
Ha OKMBM OaKTepualHM KIETKH. [IpoOuTe OTroBapsT Ha W3HUCKBAaHUATA 32
MHUKPOOHOJIOTHYHA Oe30macHOCT. B KOHTposnHHs oOpaszernr oOmmsrT Opoii
Me30(huIHE aepoOHHU U (DaKyITaTUBHO aHaepoOHM OakTepuun noctura 1,1*10° cfu/g,
JIOKaTO IpH MpoduTe ¢ MpoOnoTUyHN OakTepuu To3u Opoii ocrasa nox 10 cfu/g.
3akitoyeHre: BUOJOrMYHOTO KOHCEpBUpPAaHE Ha KPEMOOOPa3HH MPOAYKTH C KHUBH
KJICTKH OT JIAKTOOAI[WJIM TapaHTHpa BHCOKAa MHUKPOOHOJOTMYHA YHCTOTA W

3ara3sBaHC Ha OPraHOJICIITUYHHUTE CBOICTBA 3a nepuoa OT €aHa roaruHa.
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ABSTRACT

Introduction: The impact of probiotic bacteria on human physiology continues to be
studied more and more actively, with new scientific data being discovered. For the
current experiment, a strain of Lactobacillus plantarum and its lysate were used and
a creamy mass was preserved - hair conditioner without preservatives, provided by
a cosmetic company in Bulgaria. The resulting balms were stored at room
temperature for one year.

Aim: The aim of the present work is to investigate the potential possibility of the
application of Lactobacillus plantarum for the biological preservation of a creamy
mass - hair conditioner.

Material and methods: The study used a Lactobacillus plantarum strain known for
its probiotic properties. Changes in pH, concentration of viable probiotic cells and
microbiological parameters were analyzed.

Results and Discussion: The results of the experiment show that the conditioners
preserved with probiotic bacteria and their lysate have minimal changes in pH
values, and these changes are more pronounced in the presence of live bacterial cells.
The samples meet the requirements for microbiological safety. In the control
sample, the total number of mesophilic aerobic and facultative anaerobic bacteria
reached 1,1*10° cfu/g, while in the samples with probiotic bacteria this number
remained below 10 cfu/g.

Conclusion: Biological preservation of creamy products with living cells of
lactobacilli guarantees high microbiological purity and preservation of organoleptic
properties for a period of one year.

Dimbareva D, Kuzova E, Arsova S, Tsanova-Savova S, Geogieva R, Duleva V,
Georgieva T (2025) Genetically determined sensitivity to salt — a pilot study in a
Bulgarian population. Pharmacia 72: 1-7. ISSN - 2603-557X
https://doi.org/10.3897/pharmacia.72.e161613

PE3IOME

[Tpexanenata KOHCyMal¥s Ha HATPUI BOAM 10 MOBUIIABaHE HA KPbBHOTO HAJIATaHE
Y TI0-BUCOK PUCK OT ChpJeuHO-Ch10BH 3a0oisiBanus (CC3). Llenta Ha TOBA MHIJIOTHO
IIPOYYBAHE € J1a C€ ONPENEIN 3HaYMMOCTTa HAa FeHEeTUUHUSA BapuaHT 1s10177833 B

reHa 3a HarpueB-OmkapOoHaTeH Ko-TpaHcnopTsp SLC4AS5 um ga ce oleHu


https://doi.org/10.3897/pharmacia.72.e161613

MOTEHLUATHT HAa TO3U €UHUYEH HYKJICOTUICH TOTUMOP(HU3BM KaTO MOJIEKYIISPHO-
TeHETUYEH MapKep 32 YyBCTBUTEITHOCT KbM COJI B OBbJIrapcKaTa MoImyJiaiusi.

JIHK ot Bceku moOpoBoier; 0¢ n3oimpaHa ¢ MOMOIINTa Ha TOTOBUS KOMIUICKT 3a
ekcrpakiusi Universal Genomic DNA Purification Kit u reHotunupana 3a
rs10177833 (A>C) B rena SLC4AS uype3 aHanu3 3a onpeieisiHe Ha €IUHUYCH
HykieotuaeH nosmmopdusbsm (SNP). KoHnenTpanusTa Ha HaTpuii B ypuHaTa Oe
ofpeiesieHa Ype3 aTOMHO-a0COPOIIMOHHA CIIEKTPOMETPHSL.

Pesynrarure nokassar, ue 97% OT BCUYKHU TOOPOBOJIIIM Ca YCIIEUIHO T€HOTUITHPAHU
U € ONpe/esieHa eKCKpelusaTa Ha HaTpuid B ypuHara. [lerneceT u el npoueHTa ot
ydacTHULMTE UMaT reHotun AA, 37% ca xerepo3urotau, a 11% ca Hocurenun Ha
nBa noaumopduu C anena. YcTaHOBEHA € CTATUCTHYECKU 3HAYMMa BPB3Ka MEXKIY

T'CHOTHIIA, CKCKPCLUATA HA HanI/Iﬁ B YpHUHATa U NOBUIICHOTO KPBbBHO HAJISATAHE.

ABSTRACT

Excess sodium consumption leads to an increase in blood pressure and a greater risk
of cardiovascular disease (CVD). The aim of this pilot study is to determine the
significance of the genetic variant rs10177833 in the sodium bicarbonate co-
transporter gene SLC4AS5 and to assess the potential of this single nucleotide
polymorphism as a molecular-genetic marker for salt sensitivity in the Bulgarian
population. DNA from each volunteer was isolated using the ready-to-use Universal
Genomic DNA Purification Kit and genotyped for rs10177833 (A>C) in the
SLC4A5 gene by a single nucleotide polymorphism (SNP) genotyping assay.
Urinary sodium concentration was determined by atomic absorption spectrometry.
The results show that 97% of all volunteers were successfully genotyped and that
urinary sodium excretion was determined. Fifty-one percent of the participants had
the AA genotype, 37% were heterozygous, and 11% were carriers of two
polymorphic C alleles. A statistically significant relationship was found between

genotype, urinary sodium excretion, and increased blood pressure.



28. D. Dimbareva, K. Vasileva, S. Arsova, E. Kuzova, T. Georgieva (2025) Data
analysis on the presence of GMOs in the Bulgarian market: bridging science,
society, and consumer trust - insight and future directions
https://doi.org/10.1016/j.toxlet.2025.07.420 Toxicology Letters 411S (2025) S65—
S441 ISSN: 0378-4274

PE3IOME

I'enetnuno momudumupanure opranusmu (I'MO) ocraBar crnopeH BBIPOC B
Boarapus, KbeTO HAYYHUAT MPOTPEC, peryiaTopHaTa MOJUTHKA U 00IIECTBEHOTO
MHEHHE 4ecTo ce cOibckBar. HacTosmoTo uscienBaHe, KaTo IbPBOTO LSLIOCTHO
npoyuBaHe Ha na3apa Ha ['MO B bbirapus, pasriexia akTyalHaTa CUTyalus C
bokyc BbpXy OHMOTEXHOJOTMYHUTE HHOBALIMM, CHA3BAHETO HAa HOPMATUBHUTE
M3HUCKBaHUS U OTHOLIEHUETO HA IOTPEOUTENUTE.

[IpencraBeHu ca JaHHU 3a YETUPUTOAMILIEH IEPUO, aHaM3upanu B Hanmonannara
pedepentHa naboparopus 3a MO B bwarapus. M3non3Bana e cucrema 3a
eaHoBpeMeHHO omnpenensHe Ha MO ckpununr mapkepu (Rosa et al., 2016).
AHanu3bT Ha Ma3apHd MOpoOM pa3KpHBa HHUCHK OOII MPOLEHT MPOAYKTH,
nosioxkurenHu 3a 'MO (10-12%), 1 MUHHMaIHO 3aMbpCsIBaHe, KOETO ChOTBETCTBA
Ha TEHJAEHLUHU, HaOmoJaBaHUM B Jpyrdn yacTu Ha EBpona. Bbhnpeku ToBa,
HapacTBaloTo pasHoobpaszue oT oTkputH ' MO cbOuTHs (10 8 cbOUTHS B pobda)
COYHM 3a MPOMEHSIIIA Ce perysiaTopHa u nasapHa cpena. I1pes 2024 r. ce Habmronasa
3HAUUTEJIHO YBEJIIMYEHHE Ha IPOLEHTA MOJO0KUTENIHU TpoOu. Beiipeku ToBa, camo
B €/IMH CiTy4ail cToitHocTute ca Haj rpara ot 0,9% (Pernmament (EO) Ne 1829/2003).
Te3u pe3ynraTu noauepTaBaT HEOOXOIUMOCTTA OT HETIPEKbCHAT MOHUTOPHHT, 32 /1a
ce OTYeTaT pa3BUBALIUTE C€ TOOPU MPAKTUKH.

Borpekn noreHnuana cu Aa MOBHILAT CEJICKOCTONAHCKATa MPOU3BOAUTEIHOCT U
curypHoctra Ha xpanute, MO cpemar ycroilunB ckentuuusbMm B bbiarapus.
JesundopmanusnTa, KylITypHaTa NIpUBbP3aHOCT KbM TPAJUIIMOHHOTO 3eMeeTINe U
UCTOpHUYECKaTa PE3UCTEHTHOCT KbM TI'€HETHYHATa MOAM(UKAILUS JONPUHACAT 32
oOIIeCTBEHO HEeIOBepue. YCHOpPEAHO € JTaOOpPaTOPHUTE aHAIU3U € MPOBEACHO
poyuBaHe 3a OTHOIIEeHHeTo Ha morpedurtenure kbM I'MO. Ha 6a3ata Ha HOBU
U3CJIeIBAHMs, OLIEHKM Ha MOJUTHKH U MOTPEOMTEICKH aHKETH, TOBA IMPOYy4YBaHE
UJICHTU(HUINPA KIIOUYOBH INPEAN3BUKATEICTBA B NMPEOJOISIBAHETO HA Pa3IMKHUTE

MEXly YIEHHUTE, IOJTUTHIIUTE U OOIIECTBOTO.



3a ;1a ce MOCTUTHE MO-UIMPOKO MpHUeMaHe, CTpaTeruuTe TpsiOBa J1a MPUOPUTU3UPAT
IPO3pavyHOCT, MOJ00pEeHa HayyHa KOMYHHUKAIUMs W MEpPKU 3a H3TpaxJaHe Ha
nosepue. Upes cripassiae ¢ Te3u (pakropu, bbarapus Moxxe mo-100pe 1a cbriacyBa
nonsute oT 'MO TexHosoruure ¢ 00I1eCTBEHNUTE IEHHOCTH, KATO OTKPHE TS KbM

I/IH(l)OpMI/IpaHO B3€MAaHEC Ha pCUHICHUA U YCTOI\/'ILII/IBI/I CCIICKOCTOIIaHCKH MHOBAIIMH.

ABSTRACT

Genetically modified organisms (GMOs) remain a contentious issue in Bulgaria,
where scientific progress, regulatory policies, and public sentiment often collide. As
the first comprehensive study on GMOs in the Bulgarian market, this research
examines the current landscape, focusing on biotechnology innovation, regulatory
compliance, and consumer attitudes.

Data from a 4-year period, analyzed at the National Reference Laboratory for GMOs
in Bulgaria, are presented. a system for simultaneous determination of GMO
screening markers was used (Rosa et al., 2016) Analysis of market samples revealed
a low overall percentage of GMOpositive products (10-12%) and minimal
contamination, aligning with trends observed elsewhere in Europe. However, the
increasing variety of detected GMO events (up to 8 events in sample) suggests a
shifting regulatory and market environment. In 2024, there was a noticeable increase
in the percentage of positive samples. However, in only one case were the values
above 0.9% (Regulation (EC) No 1829/2003). These findings highlight the need for
ongoing monitoring to keep pace with developing best practices.

Despite their potential to enhance agricultural productivity and food security, GMOs
face persistent skepticism in Bulgaria. Misinformation, cultural attachment to
traditional farming, and historical resistance to genetic modification contribute to
public distrust. In parallel with the laboratory analyses, a survey was conducted on
consumer attitudes towards GMOs. Drawing on recent studies, policy assessments,
and consumer survey, this study identifies key challenges in bridging the gap
between scientists, policymakers, and the public.

To foster greater acceptance, strategies must prioritize transparency, improved
science communication, and trust-building measures. By addressing these factors,
Bulgaria can better reconcile the benefits of GMO technology with societal values,
paving the way for informed decision-making and sustainable agricultural

innovation.
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PE3IOME

O0BOTO € TeXBK METajl, KOMTO ce U3MO0J3Ba B PA3INYHU UHAYCTPUH, BKIIFOUUTEITHO
MIPOM3BOJICTBOTO Ha Oarepuu, akymyjaaTopH, OOM, KO3METHKa M KepamMH4HaTa
MPOMHUIIICHOCT. XMMHUYHUTE CBOMCTBA HA OJIOBOTO T'O MPABST IOJIE3E€H MaTepual,
HO CBHILEBPEMEHHO M INOTEHLMAalHA 3aIulaxa 3a 3/paBeTo Ha Xopara, KOUTO ca
npodecuoHaTHO EeKCIOHUpaHU. EKCHo3uiusaTa Ha OJOBO MOXE Ja JIOBEAE 0
3HAYUTEIHU HeOJIaronpusATHHU MOCIEAULIN 32 Pa3InYHU cucTeMu U opranu. [lupoko
MPOYYEHH ca TOKCHYHUTE €(PEeKTH Ha OJIOBOTO BBPXY HEpPBHATA CHUCTEMA,
xemoroe3ara, 0bOpeuuTe M penpoayKTHBHaTa cucrema. OJOBOTO M HETOBUST
HEU3BECTEH Mpar Ha CyOKIMHUYHA TOKCUYHOCT MPOIbJKABAT J1a ObaaT mpobyieM 3a
oOmiecTBeHOTO 31ApaBe. [IpaBMIHOTO XpaHeHe Wrpae KI4YoBa poOJIs B

HaMaJIIBAaHCTO HAa Bb3MOXXHHUTC BPCAHU e(i)eKTI/I OT OJIOBOTO.

ABSTRACT

Lead is a heavy metal that is used in various industries, including the production of
batteries, accumulators, paints, cosmetics and ceramics. The chemical properties of
lead make it a useful material, but at the same time a potential health hazard for
people who are occupationally exposed. Exposure to lead can induce significant
adverse effects on various systems and organs. The toxic effects of lead on the
nervous system, hematopoiesis, kidneys and reproductive system have been widely
studied. Lead and its unknown threshold of subclinical toxicity continue to be a
public health problem. Proper nutrition plays a key role in reducing the possible

harmful effects of lead.



